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B RER Y- X

B LINE UP
= ® i B #®

hHOIES Rt REEBAR 947 poglyel
F_PDX_000053 DLUNOO1 Squamous cell carcinoma B # 2
- - RF LR A

F_PDX_000054 DLUNO02 Squamous cell carcinoma B # 6
- - RT LR A

F_PDX_000055 DLUNOO3 Squamous cell carcinoma B % 10
- - RF LR A

F_PDX_ 000056 DLUNOO4 Squamous cell carcinoma B 14
- - RT_LRNA

F_PDX_000057 DLUNOO5S Small cell carcinoma B % 18
- - RN A

F PDX 000058 DLUNOO6 Papillary adenocarcinoma B % 22
- - FLEERERA A

F_PDX_000059 DLUNOO7 Squamous cell carcinoma B % 26
- - RFE LRI A

F_PDX_000060 DLUNOO0S8 Squamous cell carcinoma B % 30
- - RFE LRI A

F_PDX_000061 DLUNO09 Adenocarcinoma il & 34
- - BRAA

F PDX 000159 DLUNO10 Keratinizing squamous cell carcinoma fa % 38
- - ACBRE L RIA

F_PDX_000160 DLUNO11 Adenosquamous carcinoma i 1% 42
- - IRRE LRIA

F_PDX_000161 DLUNO12 Colloid adenocarcinoma il 46
- - J04 RERAA

F PDX 000162 DLUNO13 Undifferentiated carcinoma R 4 50
- - EAMEA

F_PDX_000163 DLUNO14 Papillary adenocarcinoma M 54
- - FLEERERA A

F_PDX_000164 DLUNO15 Adenocarcinoma B % 58
- - BRAA

F PDX 000211 DLUNO16 Undifferentiated carcinoma i 3 62
- - KAMEAA

F PDX 000212 DLUNO17 Poorly differentiated adenocarcinoma or undifferentiated carcinoma il 3% 66
- - IESMEIRPAFREHRI A

F_PDX_000213 DLUNO18 Ad{enocarcinoma i 3% 70
- - BRAA

F_PDX_000214 DLUNO19 {idrenocarcinoma il 1% 74
- - BRAA

F_PDX_000215 DLUNO020 Colloid adenocarcinoma il 1% 78
- - J04 RERAA

F_PDX_000216 DLUNO21 Adenocarcinoma i % 82

BRHA
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DLUNOO1 F_PDX_000053

WABRSEEEFORRIOI7(I

GEP P P GEP GEP GEP
Gene ene ene Gene Gene Gene
Pt. | PDX Pt. | PD Pt. | PD Pt. | PDX Pt. | PDX Pt. | PDX

ABCB1 CDK4 FAS INHBA MYD88 PRKCI SMARCB1
ABCC2 CDK8 FATL INPP4B MYH9 PRKDC SMO
ABL1 CDK12 FBXW7 INSR MYH11 PRSS8 S0Cs1
ABL2 CDKN1A FGF3 IRF4 NBN PSIPL s0s1
ACTB CDKN1B FGF4 IRS2 NCOAL PSMB1 sox2
ACVR1B CDKN2C m FGF10 ITGA9 NCOA2 PSMB2 SOX9
ACVR2A CEBPA FGF14 ITGA10 NCOA4 PSMB5 SOX10
ADGRA2 CHD?7 FGF19 ITGB2 N EEE) PSMD1 SOX11
ADGRB3 CHEK1 FGF23 ITGB3 NF1 PSMD2 SPRED1
AFF1 CHEK2 FGFR2 JAKL NF2 PTCH1 SPTAL
AFF3 CHIC2 FGR JAK2 nre2i2 O | PTGs2 SRC
AKT1 CKS1B FH JAK3 NFKB1 PTPN11 STAG2
AKT2 CMPK1 FLCN JUN NFKB2 PTPRD [ stant
AKT3 COL1A1 FLI1 KAT6B NFKBIA PTPRT STAT3
ALK CRBN FLT1 KDR NKX2-1 aki STAT4
AR CREBL FLT3 KEAP1 NLRP1 RACL STK1L
ARAF CREBBP FLT4 KEL NOTCH2 RAD50 STK36
ARFRP1 CRLF2 FOXL2 KIT NOTCH3 RAD51 SUFU
ARID1A CRTCL FOX01 KF4 [ | NOTCH4 RAD51C [ SYK
ARNT CSFIR FOXO3 KMT2C NPM1 RAF1 TAF1
ATF1 CTNNAL FOXP1 KMT2D NRAS RALGDS TALL
ATM CTNNB1 FRS2 KNLL NSD1 RANBP2 TBX22
ATR cTsv FSTLS LAMA2 NSD2 RARA TCF3
ATRX cuL3 FUBPL LAMP1 NTRK1 RARG TCF7LL
AURKA ) FZR1 LCK NTRK3 RB1 TCF7L2
AURKB CYP1A2 G6PD LIFR NUMAL RECQL4 TCL1A
AURKC CYP2C9 GABRAG LMO1 NUP93 REL [T TenTsC H
AXINL CYP2D6 GAPDH LPP NUP98 RELA TERT
AXL CYP19A1 GATAL LRP1B NUP214 RET TET1
BAG1 pAXX || GATA2 aF [ | ~utM1 RHEB TFRC
BARD1 bcc GATA3 LTK PARPL || RHOA TGFBR2
BCL2 DDB2 GDNF LYN PAX3 RHOH | [ TGMm7
BCL2L1 DDIT3 GID4 MAF PAXS RICTOR THBS1
BCL2L2 DDR1 GLI1 MAFB PAX7 RNASEL TIMP3
BCL3 DDR2 GNA11 MAGEAL PAX8 RNF2 TLX1
BCL6 DDX3X GNA13 MAGI2 PBRML1 RNF43 TMPRSS2
BCL1O DEK q: GNAQ MAGOH PBX1 ROS1 TNFAIP3
BCL11B DICER1 GNAS MALT1 PDCDILG2 RPLPO TNFRSF14
BCOR DOTIL GRB7 MAML2 PDE4DIP F RPS6KA2 TNK2
BCR DPYD GRIN2A MAP2K1 PDGFB RPS6KB1 TOPL
BIRC3 DST GRM3 MAP2K2 PDGFRA RRML [0 TOP2A
BIRCs [ EGFR GRM8 MAP2K4 PDGFRB RSPO2 P53
BLM EMSY GSK3B MAP3K1 PDK1 RSPO3 P63
BLNK EPHA3 GSTP1 MAP3K7 PER1 RUNXL P73
BMPRIA EPHAS GUCY1A2 MAPK1 PGAP3 RXRA TPMT
BORCS8-MEF28 EPHA7 GUSB MAPKS PGR RXRB TRAF7
BRCAL EPHB1 H3F3A MARK4 PHF6 RXRG TRIM24
BRCA2 EPHB4 HCAR1 MAX PHOX28B SAMD9 TSC1
BRIPL EPHB6 HGF MBD1 PIK3CA SBDS TSC2
BTG1 ERBB2 HIF1A MCLL PIK3CD SCUBE2 TSHR
BTK ERBB3 HLF MDM4 PIK3CG SDHA TYK2
BUB1B ERBB4 HNF1A MED12 PIK3R1 SDHB TYMS
CARD11 ERCCL HRAS MED13 PIK3R2 SDHC UBRS
CASP8 ERCC2 HSP90AAL MITF PIK3RS SDHD UGTIAL
CBFB ERCCS HSP90AB1 MKI67 PIM1 SEPT9 USPOX
CCNB1 ERG IcK MMP2 PLAGL SF3B1 VEGFA
CCND2 ERRFI1 oHL [ || mwmP1L PLCG1 SGK1 VKORCL
CCND3 ESRL IDH2 MN1 PLCG2 SH2D1A WAS
CCNEL ETS1 IGFIR MPL PLEKHG5 SHH WISP3
D68 ETVL IGF2R MSH2 PMS1 SHOC2 WRN
CD79A ETV4 IKBKB MSH6 POLD1 SLC22A1 XPC
D274 ETVS IKZF1 P [ wmsTiR POLE SLC22A2 XPO1
CDA ETV6 12 MTR POUSF1 SLC31A1 XRCC2
CcDC73 EXT1 IL2RA MTRR PPARG SLC34A2 YES1
EXT2 IL2RB MUCL PPP2R1A SLC45A3 ZBTB2
EZH2 IL2RG MYB PRDM1 SLCO1B1 ZNF217
FANCA IL6ST MYBLL PREX2 SUT2 ZNF384
FANCC IL7R MYBL2 PRKACA SMAD2 ZNF521
FANCI I121R MYC PRKACB SMAD4 ZNF703
cok2 || FANCL ING4 MYCN | PRKAR1A SMARCA4
(BETFREIOI7M] IF ¢ BETRILA - S
Log, I - .

-4.0 -2.0 0 2.0 4.0
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DLUNO002 F_PDX_000054

WABRSEEEFORRIOI7(I

SNV | GEP p p GEP
Gene ene ene Gene
Pt. | PDX| Pt. | PDX P PD P PD Pt. | PDX
AKT1 ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARID1A ABL2 CRLF2 GaTAL | || wmar2k2 PLCG1 SLCA5A3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 ) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 mcil || PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR F ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 A R
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 m EPHB1 IKBKB MYH11 RADS51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 H NBN RAD51C [N [ TERT
KMT2D v BCLLLB EPHB6 12 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NEL2 [ RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 v BORCS8-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 D) BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 [ [ TrRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP F SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 B vo: PDGFRB SDHA YES1
P53 * CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN * CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 [ cHExt FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL PIK3CG sHoC2
CMPKL FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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DLUNOO3

F_PDX_000055

WABRSEEEFORRIOI7(I

Gene Y GER - Gene Gene
Pt. | PDX| Pt. | PDX P PD
AKT1 ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNEL ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 [Sm) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA | [ DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL MYB TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKl TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT D) BCL6 H EPHB1 IKBKB MYH11 RAD51 TENTSC H
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D v BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 [ BiRcs ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG | TSt
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH B o,
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 | nuvat RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 [ cowo2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRMI || Tvke
PTPN1L D274 FGF3 KDR PAX3 RSPO2 TYMS m
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP F SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 v CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 [ PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 ZNF703 B
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL PIK3CG sHoC2
CMPKL FZR1 MAGI2 PIK3R2 [ |[ sic2a1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV | GEP p GEP
Gene ene Gene
Pt. | PDX| Pt. | PDX P PD Pt. | PDX
AKT1 COL1AL MAGOH PIK3R5 SLC22A2
ALK MALT1 PIML SLC31A1
AR CREB1 MAML2 PLAG1 SLC34A2
ARIDIA CRLF2 MAP2K2 PLCG1 SLCASA3
ATM CRTCL MAP3K1 PLCG2 SLCO1B1
BRCAL CSFIR MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 ) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 STATL
FANCA ATRX DDR1 GUSB MMP11 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 STAT4
FGFR2 AURKB HCAR1 MPL STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTLL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL =
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN B | s EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 TENTS5C
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TETL
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 F RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH [ o,
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRKL CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA D) CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANC [ ] JAKL NUP98 RPLPO H TRIM24
POLE H: CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOx2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 D) CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSC1 CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217 q:
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 R FOXP1 LYN PHF6 seki [T | 2nF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
FUBPL m MAGEAL PIK3CG sHOC2
FZR1 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV | GEP p GEP p
Gene ene Gene ene
Pt. | PDX| Pt. | PDX P PD Pt. | PDX P PD
AKT1 ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARID1A ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 [Sm) GNA13 MAX PPARG [ sos:
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA q: AKT2 CYP2C9 GRB7 MCLL PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 [ ™mmp2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 D) AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL H DOTILL HLF [T wmRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 m TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR H: MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCle EPHB1 IKBKB MYH11 RADS51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 D) BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC H BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET H TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS D) BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGA10 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 [ [ TrAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDML1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 v H CDA FGF4 KEAP1 PAXS RSPO3 [T usrs
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP F SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 v CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 I PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 PHF6 SGK1 ZNF703
CHEK2 FRS2 PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL PIK3CG sHoOC2
CMPKL FZR1 MAGI2 PIK3R2 | SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV_| GEP GEP p
Gene Gene e
Pt. | PDX| Pt. | PDX Pt. | PDX P PD
AKT1 ABCB1 COL1A1 G6PD MAGOH PIK3RS SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIM1 SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL mar2c2 [ PLCG1 SLC45A3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 SLIT2
BRCA2 H ACVR2A cnnAL | T cipa MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GlI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cu3 GNA11 MARK4 POUSF1 SOCs1
CDH1 AFF1 CYLD GNA13 MAX PPARG S0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MD M4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GRM3 MED12 PRKARIA SPRED1
EGFR * ARFRP1 DAXX GRMS MED13 [T Pria SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIP1 STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 stars
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 [T stk3e
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXINT DICER1 HIF1A MTR PSMD2 SYK
GATA3 AXL DOTIL HLF MTRR PTCH1 TAF1
GNAS BAG1 DPYD HNF1A MUCL PTGS2 AL [
HRAS BARD1 DST HSPI0AAL MYB PTPRD TBX22
IDH1 BCL2 EMSY HSP90AB1 MYBL1 PTPRT TCF3
IDH2 BCL2L1 EPHA3 || IcK MYBL2 QK TCF7L1
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RADS50 TCL1A
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCL11B EPHB6 12 NCOA1 RAF1 TET1
MAP2K1 BCOR eree3 [ | 12RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA [0 TGM7
MSH6 BIRCS ERCC2 1L6ST NFKB1 RARG THBS1
MYC m BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 ING4 NFKBIA RELA TIX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCSS-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETVL INSR NOTCH3 RHOA [ 2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL TP63
NTRK1 CASP8 EXT1 ITGAIL0 NTRK3 RNF2 P73
PBRM1 CBFB EXT2 ITGB2 NUMA1 RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 D CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FATL [ | KkATeB PARP1 RRM1 TYK2
PTPN11 CD274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 v CDA FGF4 KEAP1 PAXs || RSPO3 UBR5
RECQL4 CDC73 FGF10 KEL PAX7 RUNX1 UGTIAL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 poe4DIP_ [ | sAmD9 [T [ wises
SOX2 CDK2 FH LcK PDGFB SBDS XPC
STK11 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 [ ivo: PDGFRB SDHA YES1
P53 CDKN1A FLT1 LPP PDK1 SDHB Z8TB2
TSCL CDKN1B FOXL2 LRP1B PERL SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO03 LTK PGR SEPT9 ZNF521
XPO1 [ cHext FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
cHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBP1 MAGEA1L m PIK3CG SHOC2
CMPK1 FZR1 MAGI2 PIK3R2 | SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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SNV | GEP p p
Gene e ene Gene
Pt. | PDX| Pt. | PDX PD P PD
AKT1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHGS suT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNEL ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 [Sm) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 Grv3 [ |[ wmeb12 PRKAR1A SPRED1
EGFR F ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA | DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL [
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR [ ][ mven RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 | ||| EpHBIL IKBKB MYH11 RAD51 [ || TENTSC
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TETL
MAP2K1 [T |[ Bcor ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCs [ || ERcc2 IL6ST NFKB1 RARG THBS1 -
MYC BLM ERCCS IL21R NFKB2 REL [ | Tive3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCSS-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 q: NOTCH4 RHOH [ Tom
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL i | |
NTRKL CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNBIL FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL nupes [ || RPLeo TRIM24
POLE D) CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDML1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 [ [ uees
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG [ was
SMARCB1 CDH20 FGR LAMP1 PDE4DIP F SAMD9 WISP3
Sox2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 * CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 sekt || anF703 [0
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL H: MAGEAL PIK3CG sHoOC2
CMPKL FZR1 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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SNV | GEP p p GEP GEP
Gene ene ene Gene Gene
Pt. | PDX| Pt. | PDX P PD P PD Pt. | PDX Pt. | PDX
AKT1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK CRBN GABRA6 MALT1 PIML SLC31A1
AR CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 F MAPK1 PMS1 SMAD2
CARD11 ADGRA2 F CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 [Sm) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GrRv3 [T |[ wmep12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 [ AN DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL prcs2 [l | A
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RADS51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 H NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 [ BirRcs ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 NOTCH4 RHOH B om
NPM1 B s ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGALO NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 [ [ TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 H: RPLPO TRIM24 |
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDML1 CD79A FAT1 KAT6B PARP1 RRM1 [ TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 H RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS H
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 D) CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF H: PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 PHF6 SGK1 ZNF703
CHEK2 FRS2 PHOX28B SH2D1A o
CHIC2 FSTLS PIK3CD SHH
CKS1B FUBPL H MAGEAL PIK3CG sHOC2
CMPKL FZR1 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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SNV_| GEP p p
Gene ene e
Pt. | PDX| Pt. | PDX P PD P PD
AKT1 COL1A1 G6PD MAGOH PIK3R5 SLC22A2
ALK CRBN GABRA6 MALT1 PIM1 SLC31A1
AR CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA H: ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLC45A3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCA1 ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 SLIT2
BRCA2 ACVR2A CTNNA1 GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GlI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cu3 GNA11 MARK4 POUSF1 SOCs1
CDH1 AFF1 CYLD GNA13 MAX PPARG S0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 [ || cyrape GRIN2A MD M4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GRM3 MED12 PRKARIA SPRED1
EGFR ® H ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK38B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 STATL
FANCA ATRX DDR1 GUSB MMP11 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL STK36
FLT3 AURKC DEK HGF MSTIR SUFU
FLT4 AXINT DICER1 HIF1A MTR SYK
GATA3 F AXL DOTIL HLF MTRR TAF1
GNAS BAG1 DPYD HNF1A MUCL TALL
HRAS BARD1 DST HSPSOAAL MYB PTPRD TBX22
IDH1 BCL2 EMSY HspooAB1 [I0] PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 QK TCF7L1
IL7R BCL2L2 EPHAS IGFIR MYCN RAC1 TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RADS50 TCL1A
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 F NBN RAD51C TERT
KMT2D BCL11B EPHB6 12 NCOA1 RAF1 TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 RARA TGM7
MSH6 ERCC2 1L6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 ING4 NFKBIA [ |[ RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS8-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIPL ETVL INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL TP63
NTRK1 CASP8 EXT1 ITGAIL0 BRI RNF2 P73
PBRM1 CBFB EXT2 ITGB2 NUMA1 RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 ROS1 TRAF7
PIK3R1 CCND2 JAKL NUP98 RPLPO TRIM24 I
POLE H: CCND3 JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KATEB rarr1 IR TYK2
PTPN11 D274 FGF3 kor W |[ Pax3 RSPO2 TYMS m
RB1 CDA FGF4 KEAP1 PAXS RSPO3 UBR5
RECQL4 CDC73 FGF10 KEL PAX7 RUNX1 UGTIAL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL H: PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH LcK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLT1 LPP PDK1 SDHB 78TB2
TSCL CDKN1B FOXL2 LRP1B PERL SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO03 LTK PGR SEPT9 ZNF521
XPO1 CHEK1L FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
cHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBP1 H MAGEA1L PIK3CG SHOC2
CMPK1 FZR1 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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SNV GEP

40

Gene ene ene Gene
Pt. | PDX| Pt. | PDX P PD P PD
AKT1 ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARID1A D) ABL2 CRLF2 GATAL || |[ map2k2 PLCG1 SLCA5A3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPK8 pobr 0 |[ smo
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 ) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 mcl [ || PRKACA | soxwo
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 crv3 [ |[ wmebn2 PRKAR1A SPRED1
EGFR H ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL rics2_ R TALL
HRAS BARD1 HSP90AAL MYB PTPRD TBX22
IDHL BCL2 HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 IGFIR MYCN RACL TCF7L2
JUN [ s IGF2R MYH9 RAD50 TCLIA
KIT Bcle EPHB1 IKBKB MYH11 RADS51 TENTS5C
KMT2C BCL10 EPHB4 ikzPr |1 || new RAD5IC | W[ TERT
KMT2D BCLLLB EPHB6 12 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG [ New2 H: RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA D) CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 H FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 H: CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP F SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 D) CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
TP53 [AK ] CDKN1A FLT1 LPP PDK1 SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 [0 crext FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL H: MAGEAL PIK3CG sHoC2
CMPKL FZR1 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0




DLUNO10

F_PDX_000159

B PR 1E R
F_PDX_ 000159
ESERIERY — NE S s
"R 2 £ W 81 1% WEEW | fb
© W & HISSE: Fb, SEX
HEZWL LWI—R
BRI A 2.2
BHN S E | REER (T) T1 (Tib )
PRIBYU>JET (N) NO
EIREEE (M) MO
AF=Y I (IA )
MEE (G) G2 (>G3 )
FHFE | UDNESE (ly) Iy1
R e (v) vO
FIRESE (pl) pl0
B/ MORESESA  CLASS 1 SREYERIAL
SESW (br)  121E()
SRR
® B
B & E BulE, RAIEEE, 2RI, B, A R, BIE
BORREAE
FRIA
8T E D (BUg)
% E E H0 (BEM)
BWREHR

4



DLUNO11

F_PDX_000160

42

€32 €2 CD

EXEHE

i F-PDX®

i BiEy> TN

TP NOG wEsi Ay 2R R Sl EFEE (), F-PDORRE

tua% QLS m B & 68 %

i E 16.5 mm3/day AF % BHA

IR LRI, SR RAA

IR RLUN0O4-2 (F_PDO_000116)
77 1P 4 % 45
I F-PDX®

BlaROH#R

Body weight(g)

Tumor size (mm3)

30

25

20

15
800

600

400

200

LE: hE / TH: EEY/X

0 10 20 30 40 50 60 70 80
Days aftertransplantation



DLUNO11 F_PDX_000160

BRIBET R (95 A9MR) [CEBHRE op, M —
[Bif] TOEBIRUY> I EE—BTERR (441 W PO P1 P2 P3 HP4 HP5 NP6 [ ZHITHEISHIE YV DLUNO11 OrTofEEy > 7L

[5343] ERN 0 BRrA BRFELENA  BRRFLRENA B XMRENA 0 SERowiEs B REES A % ERPRIBIRICE DO
[PDO#ZE] [ F-PDO%FHE- HkXLIZF-PDXY>F)L Wl PDO [#3#] W DLUNO11 [ DLUNO11 OeOfEEY >l

FRIREF N KEVEEFEE (5,180 transcripts)

=== . —
FtA A ERSRPDX RS LU T OREB Y > S (33 series, 141 samples)

AR
PDO#ZH

[ | I
5| ] T
R [ ]

fihtA Y —h—i8{EFEF (304 transcripts)

fintAEASEY > )L (1,082 samples)

43



DLUNO11

F_PDX_000160

WABRSEEEFORRIOI7(I

SNV

GEP

Gene ene Gene
Pt. | PDX| Pt. | PDX P PD P PD P PD
AKT1 ABCB1 COL1AL MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARID1A ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 [T [ sicoiB1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNA11 MARK4 POUSF1 s0cs1
CDH1 D) AFF1 ) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 D) ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIP1 STATL
FANCA ATRX port | M| Guss MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL STK36
FLT3 AURKC DEK HGF MSTIR SUFU
FLT4 AXIN1 DICER1 HIF1A H MTR SYK
GATA3 || DOTIL HLF MTRR TAF1
GNAS BAG1 DPYD HNF1A MUCL TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN [ EE EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENT5C
KMT2C BCL1O EPHB4 IKZF1 q: RADS51C TERT
KMT2D BCL11B EPHB6 2 NCOA1 RAFL TETL
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INWBA || || NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NoTcH3 ||| RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B H ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXT1 ITGA10 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL rnFa3 I [ TevT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 wvs [
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 || Fer10 KEL PAX7 RUNX1 UGT1AL
SF3B1 cH2 || || FeF1a KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 v m CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP F SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN urR | PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL SDHB 78782
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 B FOXP1 LYN PHF6 SGK1 ZNF703 2
FRS2 MAF PHOX28B SH2D1A =
FSTLS MAFB PIK3CD SHH
FUBP1 MAGEAL m PIK3CG SHOC2
FZR1 MAGI2 PIK3R2 | || sLc22a1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV GEP p p GEP
Gene ene ene Gene
Pt. | PDX| Pt. | PDX P PD P PD Pt. | PDX
AKT1 ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRAG MALT1 PIM1 SLC31A1
AR ABLL CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARID1A ABL2 CRLF2 GATAL MAP2K2 picel [ || stcasa3
ATM ACTB CRTC1 GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHGS SLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 cTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNA11 MARK4 POUSF1 SOCs1
CDH1 AFF1 CYLD GNA13 MAX PPARG 5051
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 || || mma PRKACA SOX10
CREBBP AkT3 [0 |[ cypaps GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 [ AK ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 STAT1
FANCA ATRX DDR1 GUSB MMP11 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STATA
FGFR2 AURKB DDX3X HCAR1 MPL PSMBS STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTIL HLF MTRR PTCH1 TAF1
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP9OAAL MYB PTPRD TBX22
IDH1 BCL2 EMSY HSP90AB1 MYBL1 PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 QK TCF7L1
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RADS51 TENTSC
KMT2C BCL10 EPHBA IKZF1 NBN RAD51C TERT
KMT2D BCL11B EPHB6 2 NCOA1 RAF1 TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2 -
MSH2 BIRC3 ERCC1 IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 1L6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 ING4 NFKBIA RELA TIX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2 H
NF2 BORCSS-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 m RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXT1 ITGA10 NTRK3 RNF2 TP73
PBRM1 CBFB EXT2 ITGB2 NUMA1 RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE H: CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2RIA D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRML [ Tvk2
PTPN1L CD274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAPL PAXS RSPO3 UBR5
RECQLA CDC73 FGF10 KEL PAX7 RUNX1 UGT1A1
SF3B1 CDH2 FGF14 KLF4 PAXS RXRA VEGFA
SMAD4 CDH5 [ FeFio KNL1 PBX1 RXRB VKORC1
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
Sox2 CDK2 FH LCK PDGFB SBDS XPC
STK11 coka || FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLT1 LPP PDK1 SDHB ZBTB2
TSC1 CDKN1B FOXL2 LRP1B PER1 SDHC INF217
USP9X CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOX03 LTK PGR SEPT9 ZNF521
XPO1 i FOXP1 LYN PHF6 SGK1 ZNF703
FRS2 MAF PHOX2B SH2D1A H
FSTL5 MAFB PIK3CD SHH
FUBP1 MAGEAL PIK3CG SHOC2
FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0

48




DLUNO012 F_PDX_000161

B PR 1E R
F _PDX_ 000161
BRI — MRS iELE
"R 7 £ W 66 1% WEEW | fb
© W & HISSE: Fb, SEX L
HEZWL LWI—R
04 RIEH A L2.1.08
BHN S E | REER (T) T2 (T2a )
FRBU>JCES (N) N2
EIREEE (M) MO
AF=3 111 (IIIA )

FH-mE | USKESE (ly) Iyo
R S (v) vO
FIRHEE (pl) pl0
Bk /MORSEIEHE  CLASS 1
SESW (br)  121E()

REAMEN | ALKRSER PEtE(-)

B aE

RARERE R
e

B EE Bu

] A E BU

HEER




D LU N 0 1 3 F_PDX_000162

50

3 EDED

EXEHE

i F-PDX®

i BiEy> TN

e EL S NOG wEsi Ay R R ol EFE (), F-PDORE

== 12 H i Bt F W 54 %

II

TRIBREPRR SR A FIRMERTR e

TR 172 vy .

Is&iirt F-PDOX:{% RLUNO16-2 (F_PDO_000124)

J7s EEB L e

i F-PDX®

BlaROH#R

Body weight(g)

Tumor size (mm3)

30

25

20

15
800

600

400

200

LE: hE / TH: EEY/X

T T 1

0 10 20 30 40 50 60 70
Days aftertransplantation



DLUNO13 F_PDX_000162

BRIBET R (95 A9MR) [CEBHRE op, M —
[Bif] TOEBIRUY> I EE—BTERR (441 W PO P1 P2 P3 HP4 HP5 NP6 [ ZHITHEISHIE | DLUNO13 OrtofEzEy> 7L

[5343] ERN 0 BRrA BRFELENA  BRRFLRENA B XMRENA 0 SERowiEs B REES A % ERPRIBIRICE DO
[PDO#ZE] [ F-PDO%FHE- HkXLIZF-PDXY>F)L Wl PDO [#3#] W DLUNO13 [ DLUNO13 OtofEmY >l

[
|

|

I
i

‘IHI LIH

|
iy
\\

1

I'in
i

;(

it
i

II \I“II

il ‘b |

FRIREF N KEVEEFEE (5,180 transcripts)

FtA A ERSRPDX RS LU T OREB Y > S (33 series, 141 samples)

=

rr

ﬂ

W ! |f ‘HI WN

i

i

\Tﬂwlﬂlﬂ

il FTW il

i g

{=F & (304 transcripts)

e
—E

B AN —H

fintAEASEY > )L (1,082 samples)



DLUNO13

F_PDX_000162

WABRSEEEFORRIOI7(I

52

Gene SV GEP Gene GEP Gene
Pt. | PDX| Pt. | PDX Pt. | PDX
AKT1 ABCB1 COL1AL MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL [ [ Acvris CSFIR GDNF MAP3K7 PLEKHGS sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNAL1 MARK4 POUSF1 socs1
CDH1 AFF1 ) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB mmpil [0 || PswmB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR H: PSMD2 SYK
GATA3 [ A DOTLL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL F MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R [ [ Bcrar2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RADS51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TETL
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC H: BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A D
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA | & | & CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL nupos [ || Rereo TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS s [T NUTM1 RPS6KB1 TSHR
PRDML1 CD79A FATL [ KAT6B PARP1 RRM1 TYK2
PTPN11 [ oo FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS H
SMARCB1 CDH20 FGR LAMP1 PDE4DIP [T sampo WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P3| A& CDKN1A FLTL LPP PDk1__ | || [ spHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B | | || SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL m PIK3CG sHoC2
CMPKL FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -4.0 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV_| GEP p GEP p
Gene ene Gene ene
Pt. | PDX| Pt. | PDX P PD Pt. | PDX P o
AKT1 COL1A1 G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIM1 SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA | * | * ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLC45A3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHGS SUT2
BRCA2 ACVR2A CTNNA1 GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsV [ e MAPKS POLD1 SMO
CCNE1 ADGRB3 cu3 GNA11 MARK4 POUSF1 SOCs1
CDH1 AFF1 CYLD GNA13 MAX PPARG S0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 MCL1 PRKACA SOX10
CREBBP AkT3 [T [ cvpaps GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GRM3 MED12 PRKARIA SPRED1
EGFR__ | | * ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK38B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 sTAG2 [
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIP1 STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXINT DICER1 HIF1A MTR PSMD2 SYK
GATA3 AXL DOTIL HLF MTRR PTCH1 TAF1
GNAS BAG1 DPYD HNFI1A MUCL PTGS2 TALL
HRAS BARD1 DST HSPSOAAL MYB PTPRD TBX22
IDH1 BCL2 EMSY HSP90AB1 MYBL1 PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 QK TCF7L1
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RADS50 TCL1A
KIT BCL6 EPHB1 IKBKB MYH11 RADS51 TENT5C
KMT2C BCL10 EPHB4 IKZF1 m NBN RAD51C TERT [0
KMT2D BCL11B EPHB6 12 NCOA1 RAF1 TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 1L6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 ING4 nrkeia [ |[ Rrea TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCSS-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIPL ETVL INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 F NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 H: RNASEL TP63
NTRK1 CASP8 EXT1 ITGAIL0 NTRK3 RNF2 P73
PBRM1 CBFB EXT2 ITGB2 NUMA1 RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 JAKL NUP98 RPLPO TRIM24 -
POLE P ([ conos JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 [ ] FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KATEB PARP1 TYK2
PTPN11 CD274 FGF3 KDR PAX3 RSPO2 TYMS H
RB1 CDA FGF4 KEAP1 PAXS RSPO3 UBR5
RECQL4 CDC73 || Fer10 KEL PAX7 RUNX1 UGTIAL
SF3B1 cH2 [0 || FeF1a KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 [ [ cpH20 FGR LAMP1 PDE4DIP B savoo WISP3
SOX2 CDK2 FH LcK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
TP53 [ HK ) CDKN1A FLT1 LPP PDK1 SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PERL H: SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO03 LTK PGR SEPT9 ZNF521
XPO1 FOXP1 LYN PHF6 SGK1 ZNF703
FRS2 MAF PHOX2B SH2D1A
FSTLS MAFB PIK3CD SHH
FUBP1 MAGEA1L PIK3CG SHOC2
FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV GEP GEP
Gene Gene

Pt. | PDX| Pt. | PDX Pt. | PDX
AKT1

GEP P GEP
Gene ene Gene
Pt. | PDX P PD Pt. | PDX

ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 * ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNA11 MARK4 POUSF1 || || socsi
CDH1 AFF1 ) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CINNBL | & | & ARAF CYP19AL crv3 || mep12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC || SRC
ERG ATF1 DDB2 [ GsTe1 mkie7 [ || PRss8 STAG2
EZH2 ATR DDIT3 GUCY1A2 [ ™mmp2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK [ HeF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTLL HLF MTRR PTCH1 TAFL
GNAS | & | & BAG1 DPYD HNF1A MUCL prcs2 [ TAan
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R v BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RADS51 TENT5C
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR eree3 [ | 1L2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3 F
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 ETVS IRS2 F NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRKL | & [ & CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 [ |[kaTeB PARP1 rRrvi R vk
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF381 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP B sAvino WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 D) CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 | & [ & CHEKL FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B || sH2p1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL m PIK3CG sHoC2
CMPKL FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0

60




DLUNO15 F_PDX_000164

B PR 1E R
F_PDX 000164
BRI — MRS iELE
"R 2 £ W 59 %% WEEW | fb

2 i # s a4R: Ab, [EsZ

TR ZHI-R
HAPINE L2.6.4
WH S E | RS (T) T3
PRIBYU>JET (N) NO
EPREES (M) MO
27— 11 (IIB )
(5B7HR)
FHFE | UVESE (ly) Iyl FIREP SRS CLASS T RASERILL
m R M2 (v) v3 SESWRE (br) PR
faRESHE (pl) pl0 [bEhAREREE (pa) BEME(-)
WAEEES (pm)  pmO IREIREREE (pv)  BSME(-)

kiR (E)  121E(-)

SREAMEN | AE1/AE3 —EBrEE Calretinin PR14%(-)
m B EMA BRIE(+) cD8 BatE(-)
CEA —EBRE Desmin BE4E(-)

CD56 FEE(+) SMA BE%(-)

Vimentin BB +) Myogenin BEt4E(-)

MIB-1 70 % WT-1 BE%(-)

p53 70 % D2-40 BE%(-)

S$100 —EBRR TTF-1 BEl4%(-)

SALL4 —ERR e CD5 BE%E(-)

0OCT3/4 —ERp e CD30 BE%(-)

f21%:c-kit, BHCG, pALP, synaptophysin, AFP
alcianBF+PASHEB(C T, BTRFEZIUBEE. RCRFIFEHLENERESINDS.

B & E TaERmA, REEREE, BEhtA, BEIUDIFOIMLFY - MES), ZhibtECatslemani?

BusiRiREE
ET b DREAEU(BIBN ), ALY —NEEYIYF)

B EE & (BF)

] A E HH (BBE)

HEER

61



D LU N O 1 6 F_PDX_000211

Coer
BEXEM
I F_PDx® I gﬁﬁﬂ)’o}b

2t Sl NOG % 1E 8B fiz KT % H BB fiz [RFEE (Fif), F-PDOEH

Coaumre

PETTR 2:6 /ey o
AR g brgi bt =l FEERUARHA
MR ALl  RLUN008-2 (F_PDO_000032)
J7s 2 fH 5% 45
I F-PDX® 1 =iEE
i . SO

No image available

Blako#t®

LES: 8 / TE: BEY X

30

25

20

Body weight(g)

15 T T T T T T
800 -

600

400

200

Tumor size (mm3)

0 T
0 10 20 30 40 50 60
Days aftertransplantation




DLUNO16 F_PDX_000211

BRIBET R (95 A9MR) [CEBHRE op, M —
[Bif] TOEBIRUY> I EE—BTERR (441 W PO P1 P2 P3 HP4 HP5 NP6 [ ZHITHEISHIE | DLUNO16 OrtofEEy> 7L

[5343] ERN 0 BRrA BRFELENA  BRRFLRENA B XMRENA 0 SERowiEs B REES A % ERPRIBIRICE DO
[PDO#ZE] [ F-PDO%FHE- HkXLIZF-PDXY>F)L Wl PDO [#3#] W DLUNO16 [ DLUNO16 OtdfEmY >l

i Al ﬁﬂ'il]l];ﬂﬂ m

1

I
|
[

|

Ibﬁ
‘I

HI LIH

—_— _ —  — —— — 1 =]
— = = — == = ] =5 ———
— = ———=-=— — ] =B =
————————— = — =
= = = =
s

ik
|

i
i

e

\I“II

FRIREF N KEVEEFEE (5,180 transcripts)

FtA A ERSRPDX RS LU T OREB Y > S (33 series, 141 samples)

rr

ﬂ

i i it

i ik

i

\Tﬂwlﬂlﬂ

i g

{=F & (304 transcripts)

e
—E

B AN —H

fintAEASEY > )L (1,082 samples)



DLUNO16

F_PDX_000211

WABRSEEEFORRIOI7(I

SNV_| GEP p p
Gene ene e Gene
Pt. | PDX| Pt. | PDX P PD PD
AKT1 ABCB1 COL1A1 G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIM1 SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLC45A3
ATM ACTB CRTC1 GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 SLT2
BRCA2 ACVR2A CTNNA1 GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GlI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cu3 GNA11 MARK4 POUSF1 SOCs1
CDH1 AFF1 CYLD GNA13 MAX PPARG B sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 | Mot PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MD M4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GRM3 MED12 F PRKARIA SPRED1
EGFR | * | & ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIP1 STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL [ Psmes STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXINT DICER1 HIF1A MTR PSMD2 SYK
GATA3 T A DOTIL HLF MTRR PTCH1 TAF1 I
GNAS BAG1 DPYD HNFI1A MUC1 PTGS2 TALL
HRAS BARD1 DST HSPI0AAL MYB PTPRD TBX22
IDH1 BCL2 EMSY HSP90AB1 MYBL1 PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 QK TCF7L1
IL7R BCL2L2 EPHAS IGFIR H: MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RADS50 TCL1A
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENT5C
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCL11B EPHB6 12 NCOA1 RAF1 TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 1L6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 ING4 NFKBIA RELA TIX1
NF1 BMPRIA ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCSS-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIPL ETVL INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL TP63
NTRK1 CASPS EXT1 ITGAIL0 NTRK3 RNF2 P73
PBRM1 CBFB EXT2 ITGB2 NUMA1 RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 Nupo3 [ |[ Ros1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARPL | || RRML TYK2
PTPN11 CD274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA || Fera KEAP1 PAXS RSPO3 UBR5
RECQL4 D CDC73 FGF10 KEL PAX7 RUNX1 UGTIAL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB |00 |[ spHA YES1
P53 CDKN1A FLT1 LPP PDK1 SDHB 78TB2
TSCL D CDKN1B FOXL2 LRP1B PERL SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO03 LTK PGR SEPT9 ZNF521
XPO1 CHEK1 FOXP1 LYN PHF6 SGK1 anF703 [
CHEK2 FRS2 MAF PHOX2B SH2D1A ||
cHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBP1 MAGEA1L m PIK3CG SHOC2
CMPK1 FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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68

SNV | GEP p p
Gene ene
Pt. | PDX| Pt. | PDX P PD P PD
AKT1 ABCB1 COL1AL MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 [Sm) GNA13 MAX PPARG [ [ sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 crv3 B || webn2 PRKAR1A SPRED1 F
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A | [ N PSMB2 STATA
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK q HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENT5C
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 [ rarA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 F RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGALO NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 [ | NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 JAK2 || ~Nup214 RPS6KA2 TSC2
PPP2R1A D68 a3 | NUTM1 RPS6KB1 TSHR
PRDM1 CD79A KAT6B PARP1 RRM1 q: VK2
PTPN11 [ [ coara FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 A FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A [ fm LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF H: PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 D EREEE H FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF || PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
FUBPL MAGEAL PIK3CG sHOC2
FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

Gene SV GEP Gene
Pt. | PDX| Pt. | PDX
AKTL | & ABCB1 COL1AL PIK3R5 SLC22A2
ALK D) ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR D) ABLL CREB1 GAPDH [ wame2 PLAG1 SLC34A2
ARIDIA v ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHGS suT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS pobr | | || smo
CCNE1 ADGRB3 cuL3 GNAL1 MARK4 POUSF1 socs1 [
CDH1 AFF1 ) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 Grv3 [ |[ wmebn2 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT bCc GSK3B MITF PRKDC SRC
ERG ATF1 ooB2 || || GsTP1 MKI67 PRSS8 stac2_ |
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A || [ N PSMB2 STATA
FGFR2 AURKB DDX3X —|[ Hear: MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 D) AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A [ mua PTGS2 TALL =
HRAS BARD1 DST HSPIOAAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHBI IKBKB MYH11 RAD51 TENT5C F
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS I21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 v ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 ETV4 IRF4 NOTCH4 RHOH TOPL
NPM1 ETVS IRS2 NSD1 RICTOR TOP2A
NRAS ETV6 ITGA9 NsD2 [ RNASEL P63
NTRK1 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 FANCI JAKL NUP98 RPLPO TRIM24
POLE | N FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A JAK3 NUTM1 RPS6KB1 TSHR
PRDML1 FATl KAT6B PARPL | | RRM1 TYK2
PTPN11 ® FGF3 KDR PAX3 RSPO2 TYMS
RB1 FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 | N FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 FGF23 LAMA2 PDCD1LG2 RXRG WAS F
SMARCB1 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 FH LCK PDGFB SBDS XPC
STK11 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 FLI1 LMO1 PDGFRB SDHA YES1
P53 * CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 or || eears SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 L EREE FOXP1 LYN PHF6 SGK1 ZNF703 ]
CHEK2 FRS2 MAF PHOX28 SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
FUBPL MAGEAL m PIK3CG sHoOC2
FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0

72




DLUNO18 F_PDX_000213

B PR 1E R
F _PDX 000213
BRI — MRS iELE
"R 2 £ W 53 1% WEEW | fb

2 i # s a4R: Ab, [EsZ

JRIEGZH & ElmE
A A L2.1
7 Hl o | [RSAER (T) T3
FRIBU>/CEE (N) N2
RIREER (M) MO
AF=3 III (IIA )
SEE (G) G3
Fifi-m 2 UYNEREE (ly) vl IEEDARERIR (pa) FEME(-)

R S (v) vl

FIRHEE (pl) pl3

K/ BORRMEEAE  CLASS V  BUERIHD
SESW (br)  121E()

AR TTF-1 BHE(+) (RESZERE)
® B CK5/6 fetk(-) (REZERE)
p63 BBE(-)  (RE<EHEE)

B3 E fihiE

RARERE R

e

B EE D (R1E)
B’ EE HD (BIBE)

HEER




DLUNO19

F_PDX_000214

74

e
BXREM

i F-PDX®

i BiEy> TN

% H BB fiz

RISE (M9K), B¥, F-PDOfEH

6t & o T
18 8 = B 14.4 mm3/day BHA

FRIEFHPRR

RO A

>
H
K

FRIRFEREPRR

RSB DERTS,; FLERRLARN'A
SRR A

F-PDOXRiHR

RLUNO18-4 (F_PDO_000089)

Blako#t®

LES: 8 / TE: BEY X

30 4
25 A

20 A

Body weight(g)

15 T T

I ciER

No image available

1000 -

750 +

500 A

Tumor size (mm3)

250 A

60 80
Days aftertransplantation

100 120 140



DLUNO19 F_PDX_000214

BRIBET R (95 A9MR) [CEBHRE op, M —
[Bif] TOEBIRUY> I EE—BTERR (441 W PO P1 P2 P3 HP4 HP5 NP6 [ ZHITHEISHIE | DLUNO19 rtof@zEy> 7L

FRIREF N KEVEEFEE (5,180 transcripts)

{=F & (304 transcripts)

e
—E

[5343] ERN 0 BRrA BRFELENA  BRRFLRENA B XMRENA 0 SERowiEs B REES A % ERPRIBIRICE DO
[PDO#ZE] [ F-PDO%FHE- HkXLIZF-PDXY>F)L Wl PDO [#3#] W DLUNO19 [N DLUNO1S OeofEmy >l

0 A N

11

11

B AN —H

FtA A ERSRPDX RS LU T OREB Y > S (33 series, 141 samples)

r

rr

ﬂ

Mm |f I mn

ik

i

\Tﬂwlﬂlﬂ

il FTW il

T

il

fintAEASEY > )L (1,082 samples)

75



DLUNO19

F_PDX_000214

WABRSEEEFORRIOI7(I

Pt. | PDX| Pt. | PDX Pt. | PDX
AKT1 ABCB1 COL1AL MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNAL1 MARK4 POUSF1 s0cs1
CDH1 AFF1 ) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP D) AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 D) F ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 sTAG2 |
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL D
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHBI IKBKB MYH11 RAD51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 H NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 [ [ Bcor ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC | Y ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOPL
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNBIL FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS a3 [ NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 Tvvs R
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 H: DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL H PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS H
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 [ [ wises
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL soHB [ || zBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 FOXP1 LYN PHF6 SGK1 [ [ znF703
FRS2 MAF PHOX2B | | || SH2D1A
FSTLS MAFB PIK3CD SHH
FUBPL MAGEAL PIK3CG sHoC2
FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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Gene Gene Gene
Pt. | PDX| Pt. | PDX Pt. | PDX Pt. | PDX
AKT1 ABCB1 COL1AL MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM D) ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sUIT2
BRCA2 H: AcvR2A_ | I [ cTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 cTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNAL1 MARK4 POUSF1 socs1
CDH1 AFF1 ) GNA13 MAX PPARG sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 Gre7 I || wmaa [ ] PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GRM3 MED12 PRKAR1A SPRED1 q:
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 * ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTLL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 F TA |
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR H MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RADS51 TENT5C
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT [0
KMT2D v BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 ORI | RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 m RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 TOP1
NPM1 [ s ETVS IRS2 NSD1 TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA D) CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 [T [ cenb2 FANCI H JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B TYK2
PTPN11 D274 FGF3 KDR TYMS H
RB1 [ coa FGF4 KEAP1 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 D) CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
FUBPL H MAGEAL PIK3CG sHoC2
FZR1 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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Gene Gene
Pt. | PDX| Pt. | PDX Pt. | PDX
AKT1 ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM D) ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 cTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNAL1 MARK4 POUSF1 socs1
CDH1 AFF1 ) GNA13 MAX PPARG sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR D) ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2 H
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIP1 STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A |0 MN1 PSMB2 STAT4
FGFR2 AURKB F DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MuCL PTGS2 TALL ||
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTSC
KMT2C D) BCL10 EPHB4 IKZF1 NBN RAD51C TERT ||
KMT2D BCL11B EPHB6 2 NCOA1 RAFL TETL
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 H RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 ETV4 IRF4 || norchHa RHOH TOP1
NPM1 ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 Nupo3 || |[ Ros1 TRAF7
PIK3R1 CCND2 FANCI H: JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS A [ NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 [ [[ coH2o FGR LAMP1 poeanie [ [ samp9 [T wises
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 [ [ coknia FLTL LPP PDKL SDHB ZBTB2
TSCL D) CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 R FOXP1 LYN PHF6 SGK1 ZNF703 B
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL PIK3CG sHoC2
CMPKL FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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