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WABRSEEEFORRIOI7(I

Gene ene Gene Gene
Pt. | PDX| Pt. | PDX P PD Pt. | PDX Pt. | PDX
AKT1 ABCB1 COL1AL MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTC1 GATA2 I PLCG2 F SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHGS sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 csv. [ et mMAPks || || PoLD1 SMO
CCNEL ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 [Sm) GNA13 MAX PPARG s0s1
CDK12 D) AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1
FLT4 AXIN1 DICERL HIF1A MTR PSMD2
GATA3 AXL DOTILL HLF MTRR PTCH1
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 || ephB1 IKBKB MYH11 RAD51 TENTS5C q
KMT2C BCL10 EPHB4 IKZF1 H NBN RAD51C TERT
KMT2D BCLLLB EPHB6 12 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG TGM7
MSH6 ERCC2 IL6ST NFKB1 RARG THBS1
MYC ERCCS e NFKB2 REL TIMP3
MYD88 BLNK ERRFIL H ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 ETV4 IRF4 NOTCH4 RHOH [ | Torz
NPM1 ETVS IRS2 NSD1 RICTOR TOP2A
NRAS ETV6 ITGA9 NSD2 RNASEL P63
NTRKL EXTL ITGAL0 NTRK3 RNF2 P73
PBRML EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 FANCI JAKL NUP98 RPLPO H TRIM24
POLE FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 FGF3 KDR PAX3 RSPO2 TYMS
RB1 FGF4 KEAP1 RSPO3 UBRS
RECQL4 FGF10 KEL RUNX1 UGT1AL
SF3B1 FGF14 KLF4 RXRA VEGFA
SMAD4 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 FGF23 LAMA2 PDCD1LG2 RXRG WAS |
SMARCB1 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 B FH LCK SBDS XPC
STK11 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 [T cnext FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
FUBPL m MAGEAL PIK3CG sHoOC2
FZR1 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S

Frameshift Indel ¥ Nonsense Other Log, I |
% Fusion ITD %k Multiple -40 20 0 2.0 40




DMES001 F_PDX_000097

B PR 1E R
F_PDX_ 000097 2024/12/17

ARSI — MES RERE IS

¥ 5 = F 75 % % HY 8B i AHE /N

Z W& ass4a: Mepg PE
IR N4 21—k
= chipE PE1.2 | pupE [V | zom

®HE S

F dify- o5 2 &K / REREse CLASS IV

m R
SEAEEFY) | AE1/AE3 IEtE(+) D2-40 BEME(-)
® = Vimentin FEHE(+) Thrombomodulin [24%(-)
CD99 EE(+)
Calretinin BRIE(+)  (PIRERR Y BRC)
WT-1 P2HE(-)
B &
AR
ERARE

B fE E 1L

i U

BWESBEH




D M E So O 2 F_PDX_000238

32 ED ED

EXEHE

i F-PDX®

i BiEy> TN

BHEEh IR

NOG BT YL Ll Exs ()

==

22 H Bt £ W 77 %

17.5 mm3/day F BHA

FRIEFHPRR

>
K

Bt ciitil D UFRAMERIERRE

st

F-PDOXRiHR

J7s EEB L e

I F-PDX®

BlaROH#R

LES: 8 / TE: BEY X

Body weight(g)

Tumor size (mm3)

30

25

20

15
1000

750

500

250

I iER

No image available

10 20 30 40 50 60 70
Days aftertransplantation



DMES002 F_PDX_000238
BEAECTFRIAMRIT (VS AINHT) (C&B5H L"Zﬁ o 1.5_3.0
[FR#K] TOEBNEUY >INV ER—BTERR [#4] BP0 [ P1 P2 1 P3 BP4 NP5 | ZHITEEHE Y DMES002 OofEEy >

|
it e e T 1 | [ ] ] T A s M N M
L || _- ] | I | |

FIAZ N AETVEEFEE (3,496 transcripts)

|

l

'

MI M I‘

BHPEERRPDXRES LU TOEBY > T (3 series, 34 samples)



DMES002 F_PDX_000238

WABRSEEEFORRIOI7(I

SNV | GEP p p
Gene ene ene Gene
Pt. | PDX| Pt. | PDX P PD P PD
AKT1 ABCB1 COL1AL MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 [ | sicoiBt
BRCAL ACVR1B csrir M || GDNF MAP3K7 PLEKHGS sUT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1 [
CDH1 AFF1 ) GNA13 MAX PPARG_ || || sost
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRkDC I || sk
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK |
GATA3 AXL DOTILL HLF [ mRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RADS51 TENT5C
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 [0 [ resT NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 D) BTG1 ETV4 RF4__ ] NOTCH4 RHOH B om |
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT N
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL nupes [ || RPLeo TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS na [ nutML RPS6KB1 TSHR
PRDML1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 H PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 sekt [ ZNF703
CHEK2 FRS2 MAF PHOX2B ||| SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL PIK3CG sHoOC2
CMPKL FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |

 Fusion ITD %k Multiple -40 20 0 20 4.0
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