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e # 1 1% &
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h
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h
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BHCRRT LR A
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BRI A
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BRI A
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BR#EREN A
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BRHEREN A
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DOVAO01
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WABRSEEEFORRIOI7(I

SNV | GEP p GEP p
Gene Gene e
Pt. | PDX| Pt. | PDX PD Pt. | PDX PD
AKT1 ABCB1 COL1AL MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABLL CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL v ACVR1B CSFIR GDNF MAP3K7 PLEKHGS sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 v GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 m CYP2D6 GRIN2A MDM4 1| Priacs SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCARL MPL PSMB5 STK36
FLT3 DEK HGF MSTIR PSMD1 SUFU
FLT4 DICERL HIF1A MTR PSMD2 SYK
GATA3 DOTILL HLF MTRR PTCH1 TAFL
GNAS DPYD HNF1A MUCL PTGS2 TALL
HRAS DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR H MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RADS51 TENTSC q
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG [
MYC Y ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCSS-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH H TOPL
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 [T [ nNumat RNF43 TPMT
PIK3CA CCNBIL FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL Nupes || RPLPO TRIM24
POLE [ FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 FAT1 KAT6B PARP1 RRM1 | Tvke
PTPN1L FGF3 KDR PAX3 RSPO2 TYMS
RB1 FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 [ [[ cocms FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR [ tampe PDE4DIP SAMD9 WISP3
SOX2 H: CDK2 FH LCK PDGFB SBDS XPC
STK1L CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 H ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
FUBPL H MAGEAL PIK3CG sHoOC2
FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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DOVA002 F_PDX_000002

WABRSEEEFORRIOI7(I

SNV GEP GEP GEP GEP
Gene Gene Gene Gene
Pt. | PDX| Pt. | PDX Pt. | PDX Pt. | PDX Pt. | PDX
AKT1 ABCB1 COL1A1 PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 PIM1 SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARID1A v ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLC45A3
ATM ACTB CRTC1 GATA2 MAP3K1 PLCG2 F SLCO1B1
BRCAL ACVR1B CSFIR H: GDNF MAP3K7 PLEKHG5 sUT2
BRCA2 ® ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 TSV GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNA11 MARK4 POUSF1 S0Cs1
CDH1 AFF1 CvLD GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 MCLL PRKACA SOX10
CREBBP AKT3 H CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 F MKI67 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 STAT1
FANCA ATRX DDR1 GUSB MMP11 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL STK36
FLT3 AURKC DEK HGF MST1R SUFU
FLT4 AXIN1 DICER1 HIF1A MTR SYK
GATA3 AXL DOTIL HLF MTRR TAF1
GNAS BAG1 DPYD HNF1A MUCL TALL
HRAS BARD1 DST HSPI0AAL MYB PTPRD TBX22
IDH1 BCL2 EMSY HSP90AB1 MYBL1 PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 QK TCF7LL
IL7R BCL2L2 EPHAS IGFIR H MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 || EPHB1 IKBKB MYH11 RAD51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCL11B EPHB6 2 NCOA1 RAF1 TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 ERCC1 IL2RG NELL2 F RARA TGM7
MSH6 ERCC2 IL6ST NFKB1 RARG THBS1
MYC ERCC5 [ R NFKB2 REL TIMP3
MYD88 BLNK errFil || InGa NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS8-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 ] INSR RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH H TOP1
NPM1 ETVS5 IRS2 NSD1 RICTOR TOP2A
NRAS ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXT1 ITGAL0 NTRK3 RNF2 P73
PBRM1 CBFB EXT2 ITGB2 NUMA1 RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 FANCI JAKL NUP98 RPLPO TRIM24
POLE FANCL JAK2 NUP214 RPSEKA2 TsC2
PPP2R1A FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 FAT1 KAT6B PARP1 rRevi T vk
PTPN11 FGF3 KDR PAX3 RSPO2 TYMS
RB1 FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 FGF10 KEL PAX7 RUNX1 UGT1A1
SF3B1 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 FGF19 KNL1 PBX1 RXRB VKORC1
SMARCA4 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 FGR LAMP1 PDE4DIP F SAMD9 WIsP3
SOX2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
TP53 CDKN1A FLT1 LPP SDHB ZBTB2
TSC1 CDKN1B FOXL2 LRP1B PER1 SDHC H ZNF217
USP9X CDKN2C FOX01 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOX03 LTK PGR SEPT9 ZNF521
XPO1 FOXP1 LYN PHF6 SGK1 ZNF703
FRS2 MAF PHOX2B SH2D1A
FSTLS MAFB PIK3CD SHH
FUBP1 MAGEA1 m PIK3CG SHOC2
FZR1 MAGI2 PIK3R2 SLC22A1 [ ]
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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DOVAO003 F_PDX_000003

WABRSEEEFORRIOI7(I

Gene Gene Gene Gene
Pt. | PDX| Pt. | PDX Pt. | PDX Pt. | PDX Pt. | PDX
AKT1 ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA v ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM H ACTB CRTC1 GATA2 MAP3K1 PLCG2 [ [ stcoiB1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 D) ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNEL ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 ) GNA13 MAX PPARG | sos:
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 [ meu PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 [ [ Priacs SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC i
ERG ATF1 DDB2 GSTP1 [T mwie7 [ Prsss STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 H GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR H PSMD2 SYK
GATA3 A DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL N
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi [ T
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RADS51 TENT5C H
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 [T rarA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS8-MEF2B ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH [ [ Tor:
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 H RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 [T ~Numat RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDML1 CD79A FAT1 KAT6B PARP1 [ RRML TYK2
PTPN11 CD274 FGF3 KDR PAX3 RSPO2 TYMS H
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF381 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 D CDH5 FGF19 P ki H PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 H CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 v CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL H PIK3CG sHOC2
CMPKL FZR1 MAGI2 PIK3R2 SLC22A1 ]
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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DOVA004 F_PDX_000004

WABRSEEEFORRIOI7(I

SNV | GEP GEP
Gene Gene
Pt. | PDX| Pt. | PDX Pt. | PDX
AKT1 ABCB1 COL1AL MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM F ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL AcvRie [T [ csFar GDNF MAP3K7 PLEKHG5 SUT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 Y GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 ) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) MCL1 PRKACA SOX10
CREBBP AKT3 m CYP2D6 GRIN2A MDM4 F PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B PRKDC SRC
ERG ATF1 DDB2 GSTP1 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HiFlA [ v PSMD2 SYK
GATA3 AXL DOTLL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 q: EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT [ [ Bas EPHB1 IKBKB MYH11 RADS51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL [ Tive3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR [T|[ ~orcH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 rHoH || Top:
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A ]
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRKL CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA D) CCNB1 FANCC ITGB3 [ [ nupe3 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 H RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D) D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDML CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMDY [T [ wisp3
SOX2 CDK2 FH LCK SBDS XPC
STK11 cok4 [T [ Fen LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 | ks FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL m PIK3CG sHoC2
CMPKL FZR1 MAGI2 PIK3R2 | SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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F_PDX_000005

WABRSEEEFORRIOI7(I

SNV | GEP
Gene
Pt. | PDX| Pt. | PDX
AKT1 ABCB1 COL1AL MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA * ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 cTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 ) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9 |
CEBPA AKT2 CYP2c9 GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 D) ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2 |
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIP1 STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAF1
GNAS BAG1 DPYD HNF1A MuCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 | TS MYBL2 aKl H TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCL11B EPHB6 12 NCOA1 RAFL TETL
MAP2K1 BCOR F ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS I21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 [ inGa NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 [ irFa NOTCH4 RHOH H TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS [ |[ BusiB ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA D) CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL nupes | | RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS F
RB1 CDA FGF4 KEAP1 PAX5 q UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF381 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL SDHB 78782
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
FSTLS MAFB PIK3CD
FUBPL MAGEAL PIK3CG sHoC2
FZR1 MAGI2 PIK3R2 | sic2al | ||
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

Gene Gene
Pt. | PDX| Pt. | PDX P PD Pt. | PDX
AKT1 ABCB1 COL1AL MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHGS sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 [Sm) GNA13 MAX PPARG sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 [ [ cvpace Gre7 [ wmaa PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF [ mRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL ||
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDH1 BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENT5C
KMT2C BCL1o [ || EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 [ [ Bcor ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC P s ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 [ [ TPMT
PIK3CA CCNB1 FANCC ITGB3 Nupo3 [T [ Ros1 TRAF7
PIK3R1 CCND2 FANC [ JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDML1 CD79A FAT1 KAT6B PARP1 RRM1 T e
PTPN1L D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF381 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL H PBX1 RXRB VKORCL
SMARCA4 coH1t || || FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOx2 CDK2 FH LCK PDGFB SBDS [ xec
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 B vo: PDGFRB SDHA YES1
P53 v CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384 H:
WRN H: CHD7 FOX03 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 ZNF703 ||
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL m PIK3CG sHoOC2
CMPKL FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0

24




DOVAO006 F_PDX_000006

B PR 1E R
F_PDX_ 000006
BEERIB#RY — NES SREE AR S
"R o4 F B 72 % WEREL | R

Z W g5 4H: TPE oV
TRIBLML BHII—R
SR NEE IR ovm
SRS () Oval.3

mE D HE A=Y 111 (11IC ) (&%)

F - 2 Bk /REERE  CLASS V (BF)

ST
wm B

BT & E

IRBHREUERE
ERamE

B E E U

B’ E E U

BEFR




D OVAO O 7 F_PDX_000007

€32 €2 CD

BEXEE
I F- PDX® I ﬁﬁﬁ'ﬂ')jj b

2t Sl NOG % 1E 8B fiz KT % H BB fiz LB (&%), B

tua% BERE m i & 70 &%

18 G E = 4.6 mm3/day AF % BHA

REEIREFRR Y e il OIS EEIREOERTS, REEE (B)
¥ 3 HH 1 45

I F-PDX® 1 =iEE

No image available

BlaROH#R

LE: hE / TH: EEY/X

35 4

30 A

25 A

Body weight(g)

20 -

15 T T T T T 1
600 -

400 ~

200 A

Tumor size (mm3)

0 50 100 150 200 250 300
Days aftertransplantation



DOVAO007 F_PDX_000007

BROBEFRRRIT (VSAFDHR) (&35 tor, M —
[Bif] TOEBIRUY> I ER—BTERR [##4€] WPO EP1L [ P2 HP3 WP4 HP5 MP6 I ZHILEBHSHE | DOVA007 OtORERY > Tl

[PDO#ZM] [ F-PDOZ#SHE- fik{XLIZF-PDXY> Tl
(s8] W smRenA © ERIENA [ ERIEES (Bt I SREERRMNA DBUIL F-1E8 LRIEES % BRARIBIRICE DDA

RIREZBNAZVEEFEE (3,111 transcripts)

RN AERPDXRAS LU TORER Y > T (30 series, 189 samples)

}

\I\

I
1
|

Wl

|

l['l

!

I‘ IIII

BARDABLUBEGEIR N A (SN 8T8 (517 transcripts)

RN ABRPDX RSB LU TOIEZE Y > T (30 series, 189 samples)



DOVAO007

F_PDX_000007

WABRSEEEFORRIOI7(I

SNV GEP GEP
Gene Gene
Pt. | PDX| Pt. | PDX Pt. | PDX

AKT1 ABCB1 COL1AL G6PD SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 SLC31A1
AR ABL1 CREB1 GAPDH MAML2 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL v ACVR1B CSFIR GDNF MAP3K7 PLEKHGS sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 ) GNA13 MAX PPARG sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 || cvrrpe GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 [T [ Prsss STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 psT__ W |[ Hspooaa1 MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3 —
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR_ [ [ mveN RACL TCF7L2
JUN BCL3 EPHA7 q: IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 2re | | new2 [T RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG [
MYC Y ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCSS-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH || || Torz
NPM1 P e ETVS IRS2 NSD1 RICTOR TOP2A |
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRM1 CBFB EXT2 ITGB2 [ [ nNumat RNF43 || |[ TPmT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRM1 [0 | Tvke
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 Paxe I RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 coH1t [ || FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 H CDK2 FH LCK PDGFB SBDS XPC
STK1L CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSC1 CDKN1B FOXL2 LRP1B PER1 | soHc ZNF217 F
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 B ovFos
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL PIK3CG sHOC2
CMPKL FZR1 MAGI2 PIK3R2 | | SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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Pt. | PDX Pt. | PDX
FAS INHBA MYD88 SMARCB1
CDKS FATL INPP4B MYH9 SMO
ABL1 CDK12 FBXW7 INSR MYH11 socs1
ABL2 CDKN1A FGF3 IRF4 NBN 5051
ACTB CDKN1B FGF4 IRS2 NCOAL SOX2
ACVR1B CDKN2C FGF10 ITGA9 NCOA2 SOX9 [
ACVR2A CEBPA FGF14 ITGA10 NCOA4 SOX10
ADGRA2 [ cHp7 FGF19 ITGB2 NELL2 SOX11
ADGRB3 CHEKL FGF23 ITGB3 NF1 SPRED1
AFF1 CHEK2 FGFR2 JAKL NF2 SPTAL
AFF3 CHIC2 FGR JAK2 NFE2L2 PTGS2 SRC
AKT1 CKS1B FH JAK3 NFKB1 preN1l [0 |[ sTAG2
AKT2 CMPK1 FLCN JUN NFKB2 PTPRD STATL
AKT3 COL1A1 FLI1 KAT6B NFKBIA PTPRT STAT3
ALK CRBN FLT1 KDR NKX2-1 QK STAT4
AR CREB1L FLT3 KEAP1 NLRP1 RACL STK11
ARAF CREBBP FLT4 KEL NOTCH2 RAD50 STK36
ARFRP1 CRLF2 FOXL2 KIT NOTCH3 RAD51 SUFU
ARID1A CRTCL FOX01 KLF4 m RAD51C SYK
ARNT CSFIR H: FOX03 KMT2C NPM1 RAF1 TAF1
ATF1 CTNNAL FOXP1 KMT2D NRAS RALGDS TALL
ATM [T [ crnne FRS2 KNLL NSD1 RANBP2 TBX22
ATR Y FSTLS LAMA2 NSD2 RARA TCF3
ATRX cuL3 FUBP1 LAMPL NTRK1 RARG TCF7L1
AURKA ) FZR1 LCK NTRK3 RB1 TCF7L2
AURKB CYP1A2 G6PD urR || |[ numal RECQL4 TCLIA
AURKC CYP2C9 [ | GABRAG LMO1 NUP93 REL TENTSC
AXIN1 CYP2D6 GAPDH LPP Nupsgs [ | RELA TERT
AXL CYP19A1 GATAL LRP1B NUP214 RET TET1
BAG1 DAXX GATA2 LTF NUTM1 RHEB TFRC
BARD1 DCC GATA3 LTK PARP1 RHOA TGFBR2
BCL2 DDB2 GDNF LYN PAX3 RHOH TGM7
BCL2LL DDIT3 GID4 MAF PAX5 RICTOR THBSL
BCL2L2 DDR1L GLI1 MAFB PAX7 RNASEL TIMP3
BCL3 DDR2 GNALL MAGEAL PAXS RNF2 TLX1
BCL6 DDX3X GNA13 MAGI2 PBRML1 RNF43 TMPRSS2
BCL1O DEK GNAQ MAGOH PBX1 ROS1 TNFAIP3
BCLL1B DICER1 GNAS MALTL PDCD1LG2 RPLPO TNFRSF14
BCOR DOTIL GRB7 MAML2 PDE4DIP RPS6KA2 TNK2
BCR DPYD GRIN2A MAP2K1 PDGFB RPS6KB1 TOPL
BIRC3 DST GRM3 MAP2K2 PDGFRA RRM1 TOP2A
BIRC5 EGFR GRM8 MAP2K4 PDGFRB RSPO2 P53
BLM EMSY GSK3B MAP3K1 PDK1 RSPO3 P63
BLNK EPHA3 GSTPL MAP3K7 PER1 RUNX1 P73
BMPR1A EPHAS GUCY1A2 MAPK1 PGAP3 RXRA TPMT
BORCS8-MEF28B EPHA7 GUSB MAPKS PGR RXRB TRAF7
EPHB1 H3F3A MARK4 PHF6 RXRG TRIM24
BRCA2 EPHB4 HCARL MAX PHOX2B SAMD9 TSC1
BRIP1 EPHB6 HGF MBD1 PIK3CA SBDS TSC2
BTG1 ERBB2 HIF1A MCLL PIK3CD SCUBE2 TSHR
BTK ERBB3 HLF MDM4 PIK3CG SDHA TYK2
BuBie N | crBB4 HNF1A MED12 PIK3R1 SDHB TYMS
CARD11 ERCCL HRAS MED13 PIK3R2 SDHC UBRS
CASP8 ERCC2 HSP90AAL MITF PIK3RS SDHD UGTIAL
CBFB ERCCS HSP90AB1L MKI67 PIM1 SEPT9 [0 uspox
ERG IcK MMP2 PLAGL SF3B1 VEGFA
ERRFI1 IDH1 mveir [l || Pcer SGK1 VKORC1
ESRL IDH2 MN1 PLCG2 SH2D1A WAS
ETS1 IGFIR MPL PLEKHG5 [ shH WISP3
ETV1 IGF2R MSH2 PMS1 SsHOC2 WRN
ETV4 IKBKB MSH6 POLD1 SLC22A1 XPC
ETVS IKZF1 MST1R POLE SLC22A2 XPO1
CDA ETV6 12 MTR POUSF1 SLC31A1 XRCC2
D73 EXT1 IL2RA MTRR PPARG SLC34A2 YES1
CDH1 EXT2 IL2RB MUCL PPP2R1A SLC45A3 ZBTB2
CDH2 EZH2 IL2RG MYB PRDM1 SLCO1B1 ZNF217
CDH5 FANCA IL6ST MYBLL PREX2 SLIT2 ZNF384
CDH11 FANCC IL7R MYBL2 PRKACA SMAD2 ZNF521 ]
CDH20 FANCI IL21R MYC PRKACB SMAD4 zNF703 [ ]
cDK2 FANCL ING4 MYCN I | PrkAR1A SMARCA4
GEEFRIRIOI7 ] 1 —CEETRELAL =
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SNV GEP p GEP
Gene ene Gene
pt. | PDX| Pt. | PDX Pt. | PD pt. | PDX
AKT1 ABCB1 COL1A1 MAGOH PIK3RS SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIM1 SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARID1A ABL2 CRLF2 GATAl1 MAP2K2 PLCG1 SLC45A3
ATM ACTB CRTC1 GATA2 - MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B csFIR_ 0 || GDNF MAP3K7 PLEKHG5 sUT2
BRCA2 ACVR2A CTNNA1 GID4 MAPK1 PMS1 SMAD?2
CARD11 ADGRA2 CTsvV GLI1 MAPK8 POLD1 SMO
CCNE1 ADGRB3 CuL3 GNA11 MARK4 POUS5F1 SOCS1
CDH1 AFF1 ) GNALZ [T [ mAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRM8 MED13 PRKCI SPTA1
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2 -
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIP1 STAT1
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 H3F3A MN1 PSMB2 STAT4
FGFR2 HCAR1 MPL PSMB5 STK36
FLT3 DEK HGF MST1R PSMD1 SUFU
FLT4 DICER1 HIF1A MTR PSMD2 SYK
GATA3 HLF MTRR PTCH1 TAF1
GNAS BAG1 HNF1A MUC1 PTGS2 TAL1
HRAS BARD1 HSP90AA1L MYB PTPRD TBX22
IDH1 BCL2 HSP90AB1 MYBL1 PTPRT TCF3
IDH2 BCL2L1 1CK MYBL2 QKI TCF7L1
IL7R BCL2L2 IGFIR MYCN RAC1 TCF7L2
JUN BCL3 IGF2R MYH9 RADS50 TCL1A
KIT BCL6 - EPHB1 IKBKB MYH11 RAD51 TENT5C
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCL11B EPHB6 1L2 NCOA1 RAF1 TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 H RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCC5 IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA -_ NLRP1 RET TMPRSS2
NF2 BORCS8-MEF28B ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH - TOP1
NPM1 BTK ETV5 IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGAS NSD2 RNASEL TP63
NTRK1 CASP8 EXT1 ITGA10 NTRK3 RNF2 TP73
PBRM1 CBFB EXT2 ITGB2 NUMA1 RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAK1 NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A CD68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRM1 - TYK2
PTPN11 CD274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 CDC73 FGF10 KEL PAX7 RUNX1 UGT1A1
SF3B1 CDH2 FGF14 KLF4 PAX8 m RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORC1
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMDS WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
TPS3 CDKN1A FLT1 LPP PDK1 SDHB ZBTB2
TSC1 CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USP9X CDKN2C FOXO01 LTF - PGAP3 SDHD ZNF384
WRN CHD7 FOX03 LTK PGR SEPT9 ZNF521
XPO1 - CHEK1 FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTL5 MAFB PIK3CD SHH
CKS1B FUBP1 MAGEA1 PIK3CG SHOC2
CMPK1 FZR1 MAGI2 PIK3R2 | | SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV GEP

Gene ene Gene
Pt. | PDX| Pt. | PDX P PD
AKT1 ABCB1 ||| coLia1 MAGOH PIK3RS SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIM1 SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLC45A3
ATM ACTB CRTCL || cata2 MAP3K1 PLCG2 SLCO1B1
BRCA1 ACVR1B CSFIR GDNF MAP3K7 PLEKHGS SUT2
BRCA2 ACVR2A CTNNA1 GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GlI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cu3 GNA11 MARK4 POUSF1 SOCs1
CDH1 AFF1 YLD GNA13 MAX PPARG S0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 [T Mo PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MD M4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GRM3 MED12 PRKARIA SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK38B MITF SRC
ERG ATF1 DDB2 GSTP1 MKI67 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 STATL
FANCA ATRX DDR1 GUSB MMP11 STAT3
FBXW7 DDR2 H3F3A MN1 STAT4
FGFR2 DDX3X HCAR1 MPL STK36
FLT3 DEK HGF MSTIR SUFU
FLT4 DICER1 HIF1A MTR SYK
GATA3 DOTIL HLF MTRR TAF1
GNAS BAG1 DPYD HNF1A MUCL TALL
HRAS BARD1 DST HSPSOAAL MYB PTPRD TBX22
IDH1 BCL2 EMSY HSP90AB1 MYBL1 PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 QK TCF7L1
IL7R BCL2L2 EPHAS IGFIR F MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RADS50 TCL1A
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENT5C
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCL11B EPHB6 NCOA1 RAF1 TET1
MAP2K1 BCOR H: ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 1L6ST NFKB1 RARG THBS1
MYC BLM ERCCS I21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 ING4 NFKBIA RELA TIX1
NF1 BMPRIA ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS8-MEF2B ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 D BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 rRHOH || Top1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL TP63
NTRK1 CASP8 EXT1 ITGAI0 NTRK3 RNF2 P73
PBRM1 CBFB EXT2 ITGB2 NUMA1 RNF43 TPMT
PIK3CA D CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO H TRIM24
POLE H: CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D) D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KATEB PARP1 |0 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAXS RSPO3 UBR5
RECQL4 CDC73 FGF10 KEL PAX7 RUNX1 UGTIAL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR | awver PDE4DIP SAMD9 [ wises
SOX2 CDK2 FH LcK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 || vo1 PDGFRB SDHA YES1
P53 CDKN1A FLT1 LPP PDK1 SDHB Z8TB2
TSCL CDKN1B FOXL2 LRP1B PERL SDHC ZNF217
USPOX v CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO03 LTK PGR SEPT9 ZNF521
XPO1 D EREEE FOXP1 LYN PHF6 sekr [0 ZNF703
CHEK2 FRS2 MAF PHOX28B SH2D1A
cHIC FSTLS MAFB PIK3CD SHH
CKS1B FUBP1 H MAGEA1L m PIK3CG SHOC2
CMPK1 FZR1 MAGI2 PIK3R2 | SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV | GEP p p
Gene ene ene
Pt. | PDX| Pt. | PDX P PD P PD
AKT1 ABCB1 COL1AL PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR D) ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA v ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 [SI) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 cvezco [ | Gre7 mcl [ || PRKACA SOX10
CREBBP AkT3 | [T [ cypaps GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA D) ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 DDX3X HCAR1 MPL PSMB5 STK36
FLT3 DEK HGF MSTIR PSMD1 SUFU
FLT4 DICERL HiFlA [ v PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 | TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 epias O MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN | BIEEE EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTS5C
KMT2C BCL10 EPHB4 IKZF1 H NBN RAD51C TERT
KMT2D BCL11B P [ cpHBe 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 m RARA TGM7
MSH6 BIRCS ERCC2 [ iuesT NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH [T | Top1
NPM1 BTK ETVS IRS2 [ [ nsp1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE H: CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRM1 [ TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS H
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR H LAMP1 PDE4DIP SAMD9 B wises
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 [ [ coke FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 sekr [ ZNF703 2
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL PIK3CG sHoC2
CMPKL FZR1 MAGI2 PIK3R2 | SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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DOVA012 F_PDX_000012

WABRSEEEFORRIOI7(I

SNV GEP P

Gene ene ene Gene
Pt. | PDX| Pt. | PDX P PD P PD
AKT1 ABCB1 COL1A1 G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIM1 SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA * H: ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLC45A3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 SLIT2
BRCA2 ACVR2A CTNNAL GID4 mapki [ ]| SMAD2
CARD11 ADGRA2 CTsv GlI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cu3 GNA11 MARK4 POUSF1 SOCs1
CDH1 AFF1 CYLD GNA13 MAX PPARG S0s1
CDK12 AFF3 CYPIA2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 Gr7 | [ wmca PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MD M4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GRM3 MED12 PRKARIA SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF SRC
ERG ATF1 DDB2 GSTP1 MKI67 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIP1 STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXINT DICER1 HIF1A MTR PSMD2
GATA3 AXL DOTIL HLF MTRR PTCH1
GNAS BAG1 DPYD HNF1A MUCL PTGS2
HRAS BARD1 DST HSPI0AAL MYB PTPRD
IDH1 BCL2 EMSY HSP90AB1 MYBL1 PTPRT
IDH2 BCL2L1 EPHA3 IcK MYBL2 QK TCF7L1
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RADS50 TCL1A
KIT BCL6 EPHB1 IKBKB MYH11 RADS51 TENT5C
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D D BCL11B EPHB6 12 NCOA1 RAF1 TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 1L6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 ING4 NFKBIA RELA TIX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 || |[sorcss-mer28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIPL ETVL INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETVA IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS [ || Busi ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXT1 ITGAIL0 NTRK3 RNF2 P73
PBRM1 CBFB EXT2 ITGB2 NUMA1 RNF43 TPMT
PIK3CA D CCNB1 FANCC iTee3s [l ROS1 TRAF7
PIK3R1 CCND2 JAKL NUP98 RPLPO TRIM24
POLE CCND3 JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A KATEB PARP1
PTPN11 [ [ cpara FGF3 KDR PAX3
RB1 CDA FGF4 KEAP1 PAXS UBR5
RECQL4 CDC73 FGF10 KEL PAX7 UGTIAL
SF3B1 CDH2 FGF14 KLF4 PAX8 VEGFA
SMAD4 CDH5 FGF19 KNLL m PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMDY WISP3
SOX2 CDK2 FH PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLT1 LPP PDK1 SDHB 78TB2
TSCL CDKN1B FOXL2 LRP1B PERL SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO03 LTK PGR SEPT9 ZNF521
XPO1 CHEK1 FOXP1 LYN PHF6 SGK1L ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
cHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBP1 H MAGEA1L m PIK3CG SHOC2
CMPK1 FZR1 MAGI2 PIK3R2 | | || sLc22a1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV GEP

52

Gene Gene ene
Pt. | PDX| Pt. | PDX P PD
AKT1 ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA * ABL2 || CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 cTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 ) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 mcel [ || PRrAcA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF SRC
ERG ATF1 DDB2 || _estP1 MKI67 STAG2
EZH2 ATR ooits || |[ eucviaz MMP2 STATL
FANCA ATRX DDR1 GUSB MMP11 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL STK36
FLT3 AURKC DEK || HGF MSTIR SUFU
FLT4 AXIN1 DICERL HIF1A MTR SYK
GATA3 AXL DOTLL HLF MTRR TAFL
GNAS BAG1 DPYD HNF1A MuCL TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 ﬁ EPHB1 IKBKB MYH11 RADS51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT ]
KMT2D BCL11B EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 ERCC1 IL2RG NELL2 RARA TGM7
MSH6 ERCC2 IL6ST NFKB1 RARG THBS1
MYC ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH [ Tor
NPM1 [ s ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRKL CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA * CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDML1 CD79A FAT1 KAT6B PARP1 rRrvii T vk
PTPN1L D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 B FOXP1 LYN PHF6 sekr [ ZNF703
FRS2 MAF PHOX2B SH2D1A
FSTLS MAFB PIK3CD SHH
FUBPL MAGEAL PIK3CG sHoOC2
FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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DOVA014 F_PDX_000014

WABRSEEEFORRIOI7(I

SNV_| GEP GEP GEP
Gene Gene
Pt. | PDX| Pt. | PDX Pt. | PDX Pt. | PDX
AKT1 COL1A1 MAGOH PIK3RS SLC22A2
ALK GABRA6 MALT1 PIM1 SLC31A1
AR CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA CRLF2 GATAL MAP2K2 PLCG1 SLC45A3
ATM CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL CSFIR || eonr MAP3K7 PLEKHG5 SLIT2
BRCA2 ACVR2A CTNNA1 GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GlI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cu3 GNA11 MARK4 POUSF1 SOCs1
CDH1 AFF1 YLD GNA13 MAX pPARG | [ sost
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9 -
CEBPA AKT2 CYP2C9 GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MD M4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GRM3 MED12 PRKARIA SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 STAG2
EZH2 P Amr DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A q: MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXINT DICER1 HIF1A MTR PSMD2 SYK
GATA3 AXL DOTIL HLF MTRR PTCH1 TAF1
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL N
HRAS BARD1 DST HSPO0AAL MYB PTPRD TBX22
IDH1 BCL2 EMSY HSP90AB1 MYBL1 PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 QK TCF7L1
IL7R BCL2L2 EPHAS IGFIR MYCN RAC1 TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RADS50 TCL1A
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 B nen RAD51C TERT
KMT2D BCL11B [ [ epHBe 12 NCOA1 RAF1 TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 1L6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 ING4 NFKBIA RELA TIX1
NF1 BMPR1A ESR1 INHBA [ | NLRP1 RET TMPRSS2
NF2 BORCSS-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETVL INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH [ [ Tor
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL TP63
NTRK1 CASP8 EXT1 ITGAIL0 NTRK3 RNF2 P73
PBRM1 CBFB EXT2 ITGB2 NUMA1 RNF43 TPMT
PIK3CA D CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 m RPLPO TRIM24
POLE H: CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KATEB PARP1 RRM1 TYK2
PTPN11 CD274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAXS RSPO3 [T usrs
RECQL4 CDC73 FGF10 KEL PAX7 RUNX1 UGTIAL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL H PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 [ ook FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLT1 LPP PDK1 sbHB__ | 7BTB2
TSCL CDKN1B FOXL2 LRP1B PERL SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO03 LTK PGR SEPT9 ZNF521
XPO1 B FOXP1 LYN PHF6 SGK1 ZNF703
FRS2 MAF PHOX2B SH2D1A
FSTLS MAFB PIK3CD SHH
MAGEA1L PIK3CG SHOC2
MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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PDX| Pt. | PDX P PD Pt. | PDX Pt. | PDX Pt. | PDX
ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA * ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 D) ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 [Sm) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 | |[ mau PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR H: ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR H: PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN IGF2R MYH9 RAD50 TCLIA
KIT BCL6 IKBKB MYH11 RAD51 TENTSC
KMT2C BCL10 IKZF1 m NBN RADS1C |00 || TERT
KMT2D BCLLLB 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 H NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 nsD2 [ RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 o [ conb2 JAKL NUP98 RPLPO TRIM24
POLE D) CCND3 JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 JAK3 NUTM1 RPS6KB1 TSHR
PRDML1 CD79A KAT6B PARP1 RRM1 TYK2
PTPN11 [ [ cpera FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF381 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 cHEkt [ [ Foxe1 LYN H: seki ] ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS PIK3CD SHH
CKS1B FUBPL MAGEAL PIK3CG sHoC2
CMPKL FZR1 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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SNV

GEP

Gene ene Gene
Pt. | PDX| Pt. | PDX P PD
AKT1 ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA * ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM D) ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5S sLIT2
BRCA2 D) ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 cTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 ) GNA13 MAX PPARG sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 cveeco | Gre7 | MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR H: ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIP1 STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR H: PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTSC
KMT2C BCL1O EPHB4 IKZF1 m NBN RAD51C [ W [ TERT
KMT2D BCL11B EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 D) BIRC3 ERCC1 IL2RG NELL2 RARA ovz I
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS8-MEF2B ETS1 INPP4B NOTCH2 RHEB TNFAIP3 H:
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH B om
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NsD2 [ RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC iTce3 R | n~upos ROS1 TRAF7
PIK3R1 o [ conb2 FANCI JAKL NuP9g | | RPLPO TRIM24
POLE D) CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDML1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 [ [ cpera FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF381 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 0y CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOx2 CDK2 FH LCK PDGFB SBDS XPC
STK1L CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 Bl [ ks FLI1 H LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 [ cnext [T Foxer LYN H: SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL H: MAGEAL PIK3CG sHoOC2
CMPK1 FZR1 PIK3R2 SLC22A1 |
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -4.0 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV | GEP GEP p GEP
Gene Gene ene Gene
Pt. | PDX| Pt. | PDX Pt. | PDX P PD Pt. | PDX
AKT1 ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 [ || Apcrs3 cuL3 GNA11 MARK4 POUSF1 s0Cs1
CDH1 AFF1 ) GNA13 MAX PPARG sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 |7 [ PrKACA SOX10
CREBBP AKT3 [ [ cypaps GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL D) BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR q MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL_ [ || Time3
MYD88 BLNK ERRFI1 H: ING4 NFKBIA RELA TIX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 F RHOA [ Tk
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL H ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 iTce2_ M || Numal RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 JAKL NUP98 RPLPO H: TRIM24
POLE CCND3 JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 a3 [T NuTML RPS6KB1 TSHR
PRDML1 CD79A KAT6B PARPL | RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 B rxrA VEGFA
SMAD4 CDH5 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 LAMP1 PDE4DIP SAMD9 WISP3
SOx2 CDK2 LCK || PocrB SBDS XPC
STK11 CDK4 LUFR [ PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 LMO1 PDGFRB SDHA YES1
P53 CDKN1A LPP PDKL SDHB ZBTB2
TSCL CDKN1B LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 R T FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL PIK3CG sHoC2
CMPKL FZR1 MAGI2 PIK3R2 [ [[stc2ea1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

Gene e ene Gene
Pt. | PDX| Pt. | PDX P o P PD Pt. | PDX b
AKT1 COL1AL G6PD MAGOH PIK3RS SLC22A2 | |
ALK ABCC2 CRBN GABRA6 MALT1 PIM1 SLC31A1 [
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA v ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLC45A3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCA1 ACVR1B CSFIR GDNF MAP3K7 PLEKHGS SUT2
BRCA2 ACVR2A CTNNA1 GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GlI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cu3 GNA11 MARK4 POUSF1 SOCs1
CDH1 AFF1 CYLD GNA13 MAX PPARG S0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 [ mcu PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MD M4 PRKACB SOX11
CTNNB1 ARAF CYP19A1 GRM3 MED12 PRKARIA SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK38B MITF PRKDC SRC
ERG ATF1 DDB2 MKI67 PRSS8 STAG2 ]
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIP1 STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXINT DICER1 HIFIA | MTR PSMD2 [ sw
GATA3 AXL DOTIL HLF MTRR PTCHL | | |
GNAS BAG1 DPYD HNF1A MUCL PTGS2
HRAS BARD1 DST HSPSOAAL MYB PTPRD
IDH1 BCL2 EMSY HSP90AB1 MYBL1 PTPRT
IDH2 BCL2L1 EPHA3 IcK MYBL2 QK H TCF7L1
IL7R BCL2L2 EPHAS IGFIR MYCN RAC1 TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RADS50 TCL1A
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENT5C F
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCL11B EPHB6 12 NCOA1 RAF1 TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 1L6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 ING4 NFKBIA RELA TIX1
NF1 BMPRIA ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCSS-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETVL INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NsD2 [ | [ RNASEL P63
NTRK1 CASP8 EXT1 ITGAIL0 NTRK3 RNF2 P73
PBRM1 CBFB EXT2 ITGB2 || Numat RNF43 TPMT
PIK3CA [ & [ & CCNB1 FANCC iTees_ R NUP93 ROS1 TRAF7
PIK3R1 CCND2 JAKL NUP98 RPLPO TRIM24
POLE CCND3 JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A KATEB PARP1 RRM1 TYK2
PTPN11 [ [ cpera FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAXS RSPO3 UBR5
RECQL4 CDC73 FGF10 KEL PAX7 RUNX1 UGTIAL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH LcK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLT1 LPP PDK1 SDHB 78TB2
TSCL CDKN1B FOXL2 LRP1B PERL SDHC ZNF217
USPOX CDKN2C FOXO1 LTF DI SDHD ZNF384
WRN CHD7 FOXO03 LTK PGR SEPT9 ZNF521
XPO1 CHEK1 FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
FSTLS MAFB PIK3CD SHH
FUBP1 MAGEA1L m PIK3CG SHOC2
FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV | GEP p GEP
Gene ene Gene
Pt. | PDX| Pt. | PDX P PD 5
AKT1 ABCB1 COL1AL MAGOH PIK3RS SLC22A2 | |
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1 [ ]
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARID1A ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 ) GNA13 MAX PPARG sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B PRKDC SRC
ERG ATF1 DDB2 GSTP1 PRSS8 STAG2
EZH2 F ATR DDIT3 GUCY1A2 [ | PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HiFlA [ v PSMD2 [ [ sw
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTSC F
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC [ Bm ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 INSR NOTCH3 H: RHOA TNK2
NKX2-1 BTG1 IRF4 NOTCH4 rRHOH [ TOP1
NPM1 BTK IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGA10 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 rRost [ TRAF7
PIK3R1 CCND2 FANC | JAKL nupes [ || RPLPo TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDML1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 [ [ cpara FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 F RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG
SMARCB1 CDH20 LAMP1 PDE4DIP
SOx2 CDK2 LCK PDGFB SBDS XPC
STK11 CDK4 LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 BB [ ks LMO1 PDGFRB SDHA YES1
P53 CDKN1A LPP PDKL SDHB ZBTB2
TSCL CDKN1B LRP1B PER1 SDHC ZNF217
USPOX CDKN2C LTF PGAP3 SDHD ZNF384
WRN CHD7 LTK PGR SEPT9 ZNF521
XPO1 CHEKL LYN PHF6 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD
FUBP1 MAGEAL m PIK3CG SHOC2
FZR1 MAGI2 PIK3R2 sic22A1 ||
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0

76



DOVAO019 F_PDX_000136

B PR 1E R
F _PDX 000136
BEERIB#RY — NES SREE AR S
"R o4 F B 56 7% WERE M | P

Z W g5 4H: TPE oV
RIEZIE BHII—R
BEHAREN A 0Ova4.3.1

D E FIGO 1 (I1C ) (FIGO 2014)

F 5w B Rk /RERERIE  CLASS 111

SRR PAS/dPAS +/-
wm B

B & E hEd%, SE, iBEREE, IBEE

IRBHREUERE
ERamE

B E E U

B’ E E U

BEFR




DOVAO20 F_PDX_000137

32 €3 E3

BEXEE
I F- pr® I ﬁﬁﬁ'ﬂ')jj b

—e oG el & RS ()
gl s o Xl < = n B
"Ll 2 mm¥/day A%

bpib e RIS A it KRR (E)
¥ T 4B 45

I F-PDX®

o

5

2 &&aﬁ{‘ P - ‘%P"?%f: o

P

-

i

TRy

BHEER DR
LE: 8 / TE: EBY/4X
35 -
s 30
E
20
g 25
3
& 20

15
800

600

400

200

Tumor size (mm3)

200

Days aftertransplantation



DOVA020 F_PDX_000137
ERNEET IR (J5AF) (LB Los, N —

[Bif] TOEBIRUY> I ER—BTERR [##4€] WPO EP1L [ P2 HP3 WP4 HP5 MP6 I ZHILEBHSHE | DOVA020 OtOfERY > Tl
[PDO#EMH] [ F-PDO%FEHE- R UIZF-PDXY> Il
(5345 W BAREn'A | ABRENA [ RS (B1E) | SERERRENA | BEILT-188 EREEE X BRPRIBIRICE DDA

|

I

RIREZBNAZVEEFEE (3,111 transcripts)

RN AERPDXRAS LU TORER Y > T (30 series, 189 samples)

"

BARDABLUBEGEIR N A (SN 8T8 (517 transcripts)

RN ABRPDX RSB LU TOIEZE Y > T (30 series, 189 samples)

79



DOVA020 F_PDX_000137

WABRSEEEFORRIOI7(I

: Gene GEF: Gene GER ene -
P PD Pt. | PDX Pt. | PDX P PD
AKT1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK CRBN GABRA6 MALT1 PIML SLC31A1
AR CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sUIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNEL ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 [Sm) GNA13 MAX PPARG s0s1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR H: ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 mkie7 || Prsss STAG2 F
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 HNF1A MUCL PTGS2 TALL
HRAS BARD1 HSP90AAL MYB PTPRD TBX22
IDHL BCL2 HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 IcK MYBL2 TCF7LL
IL7R BCL2L2 IGFIR MYCN TCF7L2
JUN BCL3 IGF2R MYH9 RAD50 TCLIA
KIT BCl6 EPHB1 IKBKB MYH11 RAD51 TENT5C
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 B[ scor ERBB3 IL2RA NCOA2 RALGDS TFRC q:
MAP2K4 BCR ERBB4 NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC H BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 [ mse NOTCH3 F RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4__ || NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 - |[ NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 JAKL nupes B || RPLPo TRIM24
POLE CCND3 JAK2 NUP214 RPS6KA2 TSC2 H:
PPP2R1A D68 FAS a3 [ | nutML RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 rRrevi [ Tvke
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 | & DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL m PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 LCK PDGFB SBDS XPC
STK11 CDK4 LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 LMO1 PDGFRB SDHA YES1
P53 | @@ CDKN1A FLTL LPP PDKL SDHB 78782
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
FUBPL MAGEAL m PIK3CG sHoC2
FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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DOVAO21 F_PDX_000138

WABRSEEEFORRIOI7(I

SNV | GEP p GEP GEP
Gene ene Gene Gene
Pt. | PDX| Pt. | PDX P PD Pt. | PDX Pt. | PDX
AKT1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK CRBN GABRA6 MALT1 PIML SLC31A1
AR CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM o [ Acts CRTCL GaTA2 || |[ map3k1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHGS suT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 cTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 ) GNA13 MAX PPARG [T sost
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A mMbM4 [ PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT bCc GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIP1 STATL
FANCA ATRX DDR1 H GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCARL MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTLL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MuCL PTGS2_ || TALL
HRAS BARD1 DST HSPIOAAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR q MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHBI IKBKB MYH11 RAD51 TENT5C
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCL11B EPHB6 12 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG
MYC [ Y ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B H NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 rioH R TOPL
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNFA3 0 |[ TPMT
PIK3CA CCNBI FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI H JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDML1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5
RECQL4 DC73 FGF10 KEL PAX7 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8
SMAD4 CDH5 FGF19 KNLL PBX1 RXRB
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9
SOx2 CDK2 FH LCK PDGFB SBDS XPC
STK11 cok4 [ FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 D) CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF [T [ Pcars SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 anF703 [
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL H: MAGEAL m PIK3CG sHoC2
CMPKL FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

w1 Gene
ABCB1 PIK3R5 SLC22A2
ALK ABCC2 GABRA6 MALT1 PIML SLC31A1
AR ABL1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 MAP2K2 PLCG1 SLCASA3
ATM ACTB MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B MAP3K7 PLEKHGS suT2
BRCA2 ACVR2A GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 GNAL1 MARK4 POUSF1 s0cs1
CDH1 AFF1 YLD GNA13 MAX PPARG_ | ||| sost
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 cvpoe | GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT bCc GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 sTk36 || |
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR H: PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS [ [ BarD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHBI IKBKB MYH11 RAD51 TENTSC
KMT2C BCL10 EPHB4 IKZF1 NBN RADS1C | | TERT
KMT2D v BCL11B || || EPHB6 12 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC || Y ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOPL
NPM1 B s ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNBIL FANCC ITGB3 NUP93 ROS1 [ TRAF7
PIK3R1 CCND2 FANCI JAKL nupes [ || Rereo TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRM1 TYK2
PTPN11 [ [ cpara FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG was |
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 [ wises
SOX2 [T ok FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 [ tmo PDGFRB SDHA YES1
TP53 LA ) CDKN1A FLT1 LPP PDK1 SDHB ZBTB2
TSC1 [T ][ coknis FOXL2 LRP1B PER1 SDHC ZNF217
USPOX coknac [T Foxol LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 [ PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX28 SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL m PIK3CG sHoOC2
CMPKL FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

SNV | GEP p p p
Gene ene ene
Pt. | PDX| Pt. | PDX P PD P PD D PD
AKT1 ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTC1 GATA2 map3ki || || Pce2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHGS suT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNAL1 MARK4 POUSF1 socs1
CDH1 v AFF1 ) GNA13 MAX PPARG sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 re7 || waa PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT bCc GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 F GUSB MMP11 PSMB1 STAT3
FBXW7 DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 DDX3X HCARL MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL ]
HRAS BARD1 DST HSPIOAAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR H MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTSC i
KMT2C BCL10 EPHB4 IKZF1 NBN RAD51C TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BINK | | |[ ERrFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR NOTCH3 F RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH [ o,
NPM1 [ s ETVS IRS2 NSD1 RICTOR TOP2A
NRAS ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA 0y FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 FANCI JAKL NUP98 |71 Rerro TRIM24_ |
POLE 1] FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS a3 [ NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRM1 [ [ Tvk2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 [ [[ cocm3 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 coka || Fen LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP poki__ [0 [[ spHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 1 ] FOXP1 LYN PHF6 SGK1 ZNF703 =
FRS2 MAF PHOX2B SH2D1A
FSTLS MAFB PIK3CD SHH
FUBPL H MAGEAL PIK3CG sHoC2
FZR1 PIK3R2 SLC22A1

[SNVigH]  ® Missense 4 Inframe Indel V Stop Loss UBEFRRIOI7] 1 = BETRBLAL == S
Frameshift Indel ¥ Nonsense Other Log, I |
* Fusion ITD %k Multiple -40 20 0 20 40
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96

SNV_| GEP p GEP
Gene Gene
Pt. | PDX| Pt. | PDX P PD Pt. | PDX
AKT1 COL1AL MAGOH PIK3R5 SLC22A2
ALK CRBN GABRAG MALTL PIM1 SLC31A1
AR CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA CRLF2 GATAL MAP2K2 PLCG1 SLC45A3
ATM CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL CSFIR GDNF MAP3K7 PLEKHGS suT2
BRCA2 CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 cTsv GLI1 MAPK8 POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 s0Cs1
CDH1 AFF1 YLD GNA13 MAX ||[prPaARG S0s1
CDK12 AFF3 CYP1A2 [ enaa MBD1 PREX2 SOX9
CEBPA AKT2 CYP2C9 GRB7 | | |[ mma PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT bCc GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 STAG2
EZH2 [ [ Am DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW? AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 ® AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 | A DOTIL HLF MTRR PTCH1 TAF1
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL [
HRAS BARD1 DST HSPIOAAL MYB PTPRD TBX22
IDH1 BCL2 EMSY HSP90ABL MYBL1 PTPRT TCF3
IDH2 BCL2L1 EPHA3 1K MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHBI IKBKB MYH11 RAD51 TENT5C
KmT2C BCL1O EPHB4 IKZF1 NBN RAD51C TERT | ||
KMT2D BCL11B EPHBG6 12 NCOA1 RAF1 TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC F BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFI1 -~ |[iNGa NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCSS-MEF28 ETS1 INPP4B || NOTCH2 RHEB TNFAIP3
NFE2L2 BRIPL ETV1 INSR NOTCH3 RHOA TNK2
NKX2-1 BTGL ETV4 IRF4 NOTCH4 RHOH TOPL
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUBIB ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRM1 CBFB EXT2 ITGB2 NUMA1 RNF43 TPMT
PIK3CA CCNBIL FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI H JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL IAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS IAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FATL |[_kaTeB PARP1 RRML TYK2
PTPN1L D274 FGF3 KDR PAX3 RSPO2 TYMS
RBL CDA FGF4 KEAP1 PAXS RSPO3 UBRS
RECQL4 cDC73 FGF10 KEL PAX7 RUNX1 UGT1A1
SF3B1 CDH2 FGF14 KLF4 PAX8 H RXRA VEGFA
SMAD4 CDH5 FGF19 KNLL PBXL RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOx2 [T ok FH LCK PDGFB SBDS XPC
STK11 CcDka4 FLON LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDk8 FLI1 LmMo1 PDGFRB SDHA YES1
P53 * CDKN1A FLTL LPP PDK1 SDHB ZBTB2
TSCL CDKN1B FOXL2 LRP1B PERL SDHC ZNF217
USPoX CDKN2C Fox01 LTF PGAP3 SDHD ZNF384
WRN CHD? FOX03 LTK PGR SEPT9 ZNF521
XPOL CHEK1 FOXP1 LYN PHF6 SGKL ZNF703
CHEK2 FRS2 MAF PHOX2B || || SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
FUBPL MAGEAL PIK3CG SHoC2
FZR1 T wac2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

Gene Gene Gene ene Gene
Pt. | PDX| Pt. | PDX Pt. | PDX Pt. | PDX P PD Pt. | PDX
ABCB1 COL1AL G6PD MAGOH PIK3R5 SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARID1A ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL ACVR1B CSFIR GDNF MAP3K7 PLEKHG5 sLIT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 socs1
CDH1 AFF1 ) GNA13 MAX PPARG sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 c2cos [T | Gre? MCLL PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRMS MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 oo2 [ M| Gstr1 MKI67 PRSS8 STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX DDR1 GUSB MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A H: MN1 PSMB2 STATA4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK q: HGF MST1R psMp1 | | || suru
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF MTRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD_ [ | TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN BCL3 EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENTS5C
KMT2C BCL1O EPHB4 IKZF1 H NBN RAD51C | || TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 BCOR ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 IL2RB NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCC1 IL2RG NELL2 RARA  [T|[ Tewm7
MSH6 BIRCS ERCC2 IL6ST NFKB1 RARG THBS1
MYC BLM ERCCS I21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR notcH3 [ | RHOA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH TOP1
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXT1 ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI JAKL NUP98 RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARPL || |[ RRML TYK2
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 H FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCDILG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL SDHB ZBTB2
TSC1 CDKN1B FOXL2 LRP1B PER1 m SDHC ZNF217
USPOX CDKN2C FOXO1 LTF PGAP3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL H FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A H
CHIC2 FSTLS MAFB PIK3CD SHH
FUBP1 MAGEAL m PIK3CG SHOC2
FZR1 MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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WABRSEEEFORRIOI7(I

Gene Gene ene Gene
Pt. | PDX| Pt. | PDX Pt. | PDX P PD Pt. | PDX
AKT1 ||| ABcB1 COL1AL MAGOH PIK3RS SLC22A2
ALK ABCC2 CRBN GABRA6 MALT1 PIML SLC31A1
AR ABL1 CREB1 GAPDH MAML2 PLAG1 SLC34A2
ARIDIA D) ABL2 CRLF2 GATAL MAP2K2 PLCG1 SLCASA3
ATM ACTB CRTCL GATA2 MAP3K1 PLCG2 SLCO1B1
BRCAL [ [ AcvriB CSFIR GDNF MAP3K7 PLEKHGS SUT2
BRCA2 ACVR2A CTNNAL GID4 MAPK1 PMS1 SMAD2
CARD11 ADGRA2 CTsv GLI1 MAPKS POLD1 SMO
CCNE1 ADGRB3 cuL3 GNALL MARK4 POUSF1 s0cs1
CDH1 AFF1 ) GNA13 MAX PPARG sos1
CDK12 AFF3 CYP1A2 GNAQ MBD1 PREX2 SOX9
CEBPA AKT2 ) GRB7 MCL1 PRKACA SOX10
CREBBP AKT3 CYP2D6 GRIN2A MDM4 PRKACB SOX11
CTNNB1 ARAF CYP19AL GRM3 MED12 PRKAR1A SPRED1
EGFR ARFRP1 DAXX GRM8 MED13 PRKCI SPTAL
ERBB2 ARNT DCC GSK3B MITF PRKDC SRC
ERG ATF1 DDB2 GSTP1 MKI67 PRSS8 m STAG2
EZH2 ATR DDIT3 GUCY1A2 MMP2 PSIPL STATL
FANCA ATRX porR1 | [ Guss MMP11 PSMB1 STAT3
FBXW7 AURKA DDR2 H3F3A MN1 PSMB2 STAT4
FGFR2 AURKB DDX3X HCAR1 MPL PSMB5 STK36
FLT3 AURKC DEK HGF MSTIR PSMD1 SUFU
FLT4 AXIN1 DICERL HIF1A MTR PSMD2 SYK
GATA3 AXL DOTILL HLF [T mRR PTCH1 TAFL
GNAS BAG1 DPYD HNF1A MUCL PTGS2 TALL
HRAS BARD1 DST HSP90AAL MYB PTPRD TBX22
IDHL BCL2 EMSY HSP90AB1 MYBLL PTPRT TCF3
IDH2 BCL2L1 H EPHA3 IcK MYBL2 aKi TCF7LL
IL7R BCL2L2 EPHAS IGFIR MYCN RACL TCF7L2
JUN B | s EPHA7 IGF2R MYH9 RAD50 TCLIA
KIT BCL6 EPHB1 IKBKB MYH11 RAD51 TENT5C
KMT2C D) BCL1O EPHB4 IKZF1 m NBN RaDs1C_ WO | TERT
KMT2D BCLLLB EPHB6 2 NCOA1 RAFL TET1
MAP2K1 [T [ Bcor ERBB3 IL2RA NCOA2 RALGDS TFRC
MAP2K4 BCR ERBB4 NCOA4 RANBP2 TGFBR2
MSH2 BIRC3 ERCCL IL2RG NELL2 RARA TGM7
MSH6 BIRcs || ERcc2 IL6ST NFKB1 RARG THBS1
MYC F BLM ERCCS IL21R NFKB2 REL TIMP3
MYD88 BLNK ERRFIL ING4 NFKBIA RELA TLX1
NF1 BMPR1A ESR1 INHBA NLRP1 RET TMPRSS2
NF2 BORCS3-MEF28 ETS1 INPP4B NOTCH2 RHEB TNFAIP3
NFE2L2 BRIP1 ETV1 INSR notcH3 [ | rHoA TNK2
NKX2-1 BTG1 ETV4 IRF4 NOTCH4 RHOH [ | Topz
NPM1 BTK ETVS IRS2 NSD1 RICTOR TOP2A
NRAS BUB1B ETV6 ITGA9 NSD2 RNASEL P63
NTRK1 CASP8 EXTL ITGAL0 NTRK3 RNF2 P73
PBRML CBFB EXT2 ITGB2 NUMAL RNF43 TPMT
PIK3CA CCNB1 FANCC ITGB3 NUP93 ROS1 TRAF7
PIK3R1 CCND2 FANCI Akt [T NuPes RPLPO TRIM24
POLE CCND3 FANCL JAK2 NUP214 RPS6KA2 TSC2
PPP2R1A D68 FAS JAK3 NUTM1 RPS6KB1 TSHR
PRDM1 CD79A FAT1 KAT6B PARP1 RRV1 [ Tvke
PTPN11 D274 FGF3 KDR PAX3 RSPO2 TYMS
RB1 CDA FGF4 KEAP1 PAX5 RSPO3 UBRS
RECQL4 DC73 FGF10 KEL PAX7 RUNX1 UGT1AL
SF3B1 CDH2 FGF14 KLF4 PAX8 RXRA VEGFA
SMAD4 CDH5 FGF19 KNL1 PBX1 RXRB VKORCL
SMARCA4 CDH11 FGF23 LAMA2 PDCD1LG2 RXRG WAS
SMARCB1 CDH20 FGR LAMP1 PDE4DIP SAMD9 WISP3
SOX2 CDK2 FH LCK PDGFB SBDS XPC
STK11 CDK4 FLCN LIFR PDGFRA SCUBE2 XRCC2
TNFRSF14 CDK8 FLI1 LMO1 PDGFRB SDHA YES1
P53 CDKN1A FLTL LPP PDKL [T sore || zBTR2
TSCL CDKN1B FOXL2 LRP1B PER1 SDHC ZNF217
USPOX CDKN2C FOXO1 LTF | pcar3 SDHD ZNF384
WRN CHD7 FOXO3 LTK PGR SEPT9 ZNF521
XPO1 CHEKL FOXP1 LYN PHF6 SGK1 ZNF703
CHEK2 FRS2 MAF PHOX2B SH2D1A
CHIC2 FSTLS MAFB PIK3CD SHH
CKS1B FUBPL MAGEAL PIK3CG sHoC2
ovPkl [T FzRi MAGI2 PIK3R2 SLC22A1
[SNVi&H] @ Missense 4 Inframe Indel 'V Stop Loss GBEFRETOT7A] (¢ SBEFRELA)L - S
Frameshift Indel ¥ Nonsense Other Log, I |
 Fusion ITD %k Multiple -40 20 0 20 4.0
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